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Fig. 1. Growth curves of Lactobaillus lindneri NRIC 02047

and lactic acid bacteria isolated from spoilaged draft beer.
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Fig. 1. Northern blot analysis of RNA extracted from the
cells cultured in pH-controlled jar fermentors. The
parental strain (lanes 1, 3) and the strain No. 1016-51
(lanes 2, 4) were cultured with pH controlled at 7.0 (lanes
1, 2) and 4.5 (lanes 3, 4). Total RNA was extracted from
the cells of these strains. The extracted RNA samples
were fractionated on agarose-formaldehyde gel, blotted to
nylon membrane, and hybridized with [a-32P}dCTP-
labelled 0.5-kb PCR fragment containing part of ATPase
F,8 subunit gene of L. lactis. The 16S and the 23S rRNA
bands were used as size standards.
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