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Oligo- and poly saccharide

No derived from starch

Structure

Responsible enzymes (Organisms)

1 Cyclic nigerosylnigerose Glep-(1—3)-a-D-Glep-(1— }

2 Cyclic maltosylmaltose Glep-(1— 4)-a-D-Glep-(1— }

3 Isocyclomaltopentaose

Cyclic pentasaccharide
4 containing 1-3, 1-4, and 1-6
linkages

5 Cycloamylose

6 Highly branched cyclic dextrin

7 Highly branched a-glucan

cyclo{ — 6)-a-D-Glcp-(1 — 3)-a-D-Glcp-(1 — 6)-a-D-

cyclo{— 6)-a-D-Glcp-(1 — 4)-a-D-Glcp-(1— 6)-a-D-

cyclo{— 6)-a-D-Glcp-(1 — 4)-a-D-Glcp-(1 — 4)-a-D-
Glep-(1—4)-a-D-Glep-(1—4)-a-D-Glep-(1—}

cyclo{— 6)-a-D-Glcp-(1 — 3)-a-D-Glcp-(1 — 4)-a-D-
Glcp-(1— 6)-a-D-Glcp-(1— 3)-a-D-Glep-(1—}

cyclo{—4)-a-b-Glcp-(1—3In,n=18

Cyclic cluster dextrin, MW = 900

6-a-glucosyl transferase (EC 2.4.1.24, GH 31)
3-a-isomaltosyl transferase (EC 2.4.1.-, GH 31)
(Bacillus globisporus C11)

6-a-maltosy| transferase (GH 13)

(Arthrobacter globiformis)
isocyclomaltooligosaccharide glucanotransferase
(Bacillus circulans AM7)

6-a-glucosyl transferase (EC 2.4.1.24, GH 31)
3-a-isomaltosyl transferase (EC 2.4.1.-, GH 31)
(Bacillus globisporus C11)
4-a-glucanotransferase (EC 2.4.1.25, GH 13)
(Potato)
a-1,4-glucan:a-1,4-glucan-6-glycosyltransferase
(EC 2.4.1.18) (Bacillus stearothermophillus)
a-1,6,-1,4, or -1,3 transferring a-glucosidase

a-glucan containing 1-6 and 1-3 branching points, n = 25  «-1,3, or -1,4 transferring a-amylase

(Paenibacillus sp. PP710)
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