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Analysis of succinoyl trehalose lipid biosynthetic gene.
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Endogenous b-glucosidase from Acetobacter xylinum was involved in
the cellulose synthesis.
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Characterization of serine protease like protein localized on bacte-
rial magnetic particle membran.
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432 Molecularly assessing growth behavior of filamen-
tous bacteria in the sludge bulking process
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A filamentous bulking process was monitored in a bench-scale activated
sludge system. Microorganisms with the same morphology as the domi-
nant filaments were isolated from the bulking sludge. By 16S rDNA analy-
sis, the isolates were divided into two groups, Sphaerotilus and
Leptothrix. A specific probe targeting 16S rRNA of all isolates was
designed and about 40% of total filaments in the bulking sludge hybrid-
ized with this probe. A specific primer set for all isolates to quantify them
by real-time PCR was designed. The quantification results showed good
correlation between the amount of the filaments in the sludge and sludge
settling property, and suggested the possibility of an early warning system
of bulking by real-time PCR.
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