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Mechanism of keratin degradation by a cooperative action of two
enzymes from a new bacterium

O Shohei Yamamura, Yasutaka Morita, Eiichi Tamiya (Sch. Materials
Sci., JAIST)
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Role of a putative pro-sequence of subtilisin from a hyperthermo-
philic archaeon
O Shihori Tanaka!, Kenji Saito!, Mitsuru Haruki2, Masaaki
Morikawa!,Shigenori Kanaya! ('Dept. Material & Life Sci., Osaka
Univ,,2Dept. Material Life Sci., Osaka Univ.; present address, Nihon
Univ.)
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Sequence and substrate specificity analyses of thermoacidophilic
collagenolytic enzyme from Alicyclobacillus sendainensis

O Naoki Tsuruoka!, Masako Ashidal, Hiroyuki Minakata®, Toru
Nakayamal,Tokuzo Nishino! (!Grad. Sch. Engin., Tohoku Univ.,
2SUNBOR)
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Studies on the catalzytic mechanism of Escherichia coli RNase HI in
the presence of Mn**

O Yasuo Tsunaka!, Mitsuru Haruki?, Motohisa Oobatake?, Masaaki
Morikawa',Shigenori Kanaya! (!Dept. Material Life Sci., Osaka Univ.,
?Dcpt. Material Life Sci.,Osaka Univ.; present address, Nihon Univ.,
‘%Dept. Architect., Meijo Univ.)
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