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Hidden markov model-based prediction of antigenic peptides that
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Simple and rapid method for transformation of Bacillus subtilis on
solid medium by DNA in protoplast lysate

Yutaka Takayama!, Kousaku Fujishige!, Kyouhei Honbu!, Hisataka
:Faguchil, O Takashi Akamatsu? ('Appl. Micro. Technol., Sojo Univ,,
2Appl. Micro. Technol., Sojo Univ.)

Key words transformation, Bacillus subtilis, competent, solid
medium, DNA, protoplast

706 DNA Fv 7T—%® FNN ETLEFIZ LS 201
[EREDF®RZE
Ozimik!, HARZL, L =2, EFEMKA2, I %
Loggpe (D Ak - T - £, 2 SRS B
& — -« BIRTEF)

HBHERPHEDO 1D THD7 7YV 4 =a—FA4Fy bTU—2 (FNN) %
AT, #6000 &5 KEOBETFRBGH» L REICT% EERETF
BRIRL, UL YERE 58 AD 1. FPRIEEZBVBETCITY L L b,
2. BREEFOFHREOBBREN—NE LTHET 2 Y — A OBEE{T-
7

IZU®IZ, SWEEP JHE T1& & BHMEZ0HA U, SR T&E 0%
BFEANEHE UGRR L, RIC, BIRSNEBGETEAALTEKSE L
T, FNNETVERBEL, BEOLEEZHE L, /AR YF—v g
BTV 2BFFFTMAL Lz L 2 OEEROTEHN 90% #8258 T
DD SHROh>Te, WTNOBETOMS 4 £7713 5 BETF THHK X
, PRVBEFRICLYBVWELSRTFREMETE T, $-. 20
BOBGFOTH~DOBELFH L 2 LT, EBETHIEET low risk & ¥
EINEBETLRETIHERRTE LR TEE,

Fuzzy neural network applied to gene expression for prognosis of
diffuse large B-cell lymphoma
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Screening of novel bacteriocin-producing plant origin lactic acid
bacteria
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