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Synthesis of D-tryptophan by D-amino acid aminotransferase
(DAAT) from Bacillus fusiformis WU-ATR-9.
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(Dept. Appl. Chem., Sch. Sci. Eng., Waseda Univ.)
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Screening of microorganism which has enzyme activity catalyzing
racemization of aromatic amino acid.
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(Dept. Appl. Chem., Sch. Sci. Eng., Waseda Univ.)
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Expression of the gene (agal) encoding a novel intracellular 3 -
agarase of Alteromonas sp. E-1 for production of neoagarobiose.
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(Dept. Appl. Chem., Sch. Sci. Eng., Waseda Univ.)
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Crystal structure of 3-hydroxybenzoate 4-hydroxylase from
Comamonas testosteroni
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