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Green tea is classified to several grades according to their materials and
manufacturing process, which cause a variation in green tea metabolites.
To understand the sensory evaluation results, metabolic profiling of
Japanese green tea is analyzed. As the previous work, green tea samples
were analyzed in order to verify the components that played an important
role in the evaluation of green tea ranking. Major hydrophilic-primary
metabolite profiling of Japanese green tea were amino acids, organic acids
and sugars. The important contributors to the differences between low
and high grade green tea were quantity of quinic acid, phosphoric acid,
aspartic acid, glutamic acid, theanine, glutamine and different
concentration of sugars, fructose, mannose, sucrose, ribose and
arabinopyranose. By applying a regression method called Projections to
Latent Structure (PLS) integrated with spectral filtering method, green
tea’ s quality-its metabolic profiling relationship model was created. This
model was considered to be one effective model in quality prediction and
assessment of unknown-rank samples in the future.
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Metabolomics is utilized to assess and define specific dissimilarities
between two Paconia species(P lactiflora and P, albiflora) and 6 different
Angelica qualities, in order to determine the differences that exist between
species and create a better and more accurate parameters for analyzing its
quality, correspondingly, for the purpose to improve quality assessment
and control for pharmaceutical/commercial uses.  Two analytical
instruments were used: Gas Chromatography Time-of-Flight Mass
Spectrometry(GC-TOF/MS) and Double-shot Pyrolyser coupled to Gas
Chromatography Mass Spectrometry(Double-Shot PY/GC-MS). The first
was employed to analyze primary metabolites, whereas the latter was used
to investigate volatile-aroma-related and nonvolatile polymer compounds.
Consecutively, both data were applied separately to Principle Component
Analysis(PCA) and/or manual statistical comparison of selected
compounds to comprehend and visualize the chromatographic data, and
establishing the distinction between different Chinese herbs’ species and
qualities.
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