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Alginate lyase vAL-1(S) shows different modes of action (endo/exo-
type) in neutral and alkaline pH.
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Purification and characterization of B-xylosidase from Aureobasid-
tum pullulans ATCC20524 and molecular cloning of the encoding
gene
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Directed evolution of cellulase with cell-free protein synthesis
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Bacillus licheniformis SVD1
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