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The purpose of this study is to investigate the ability of cattle manure
compost (CMC) to degrade 1,1,1-Trichloro-2,2-bis-(4-chlorophenyl)
Ethane (DDT). DDT was degraded during composting and also by all
composting stages of compost matters. DDD (1,1-dichloro-2,2-bis-(4-
chlorophenyl) ethane) was detected as metabolic product. Degradation of
DDT at 60°C is more effective in all stages of composting. Finished stage of
CMC degraded DDT to 1,1-dichloro-2,2-bis-(4-chlorophenyl) ethylene
(DDE). Seventeen strains of fungi were isolated from CMC. Most of them
showed high ability to degrade DDT both at 30° and 60°C. DDD and 4,4-
dichlorobenzophenone (DBP) were detected as metabolic products. For
application purpose, degradation of artificial DDT-contaminated soil by
CMC was investigated. Mesophilic, maturation and finished stages
degraded DDT about 33%, 15%, and 28%, respectively, during 4 weeks
incubation time. These results indicated that CMC is the potential nature
source which can be used for bioremediation of DDT.
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