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Impact of Bifidobacterium colonization in infancy on host
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Isolation and taxonomic study of Basidiomycetous yeast
genus Cryptococcus
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Center)
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Isolation and taxonomic study of a novel xylan degrading yeast
species isolated from Thailand
(OHiroko Kawasaki', Chanita Boonmak', Savitree Limtong’,
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('NBRC, NITE,*Kasetsart Univ.,”’BIOTEC)
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Identification of genes required for the growth at low
temperatures using yeast deletion strains collection
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(‘'Yamaguchi Univ. Grad. Sch. Med.,’Suntry Holdings)
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