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Metagenomic analysis of the microbial community in
pitcher fluid of the carnivorous plant Nepenthes hybrida:
identification of the novel lipase genes

(OManabu OIKAWA, Shoko SATO, Tomohiro MOROHOSHI,
Tsukasa IKEDA

(Dept. Matter. Environ., Grad. Sch. Eng., Utsunomiya Univ.)
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Construction of host cells for an efficient protein display
onto bacterial magnetic particles

(OYuka KANETSUKI, Tomoko YOSHINO, Tadashi MATSUNAGA
(Dept. Biotechnol., Tokyo Univ. Agric. Technol.)
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Does the E. coli RNaseG recognize nucleotides around the
cleavage site ?

(OKazutaka ITO, Koushin HAMASAKI, Aya KAYAMORI, Phuong Anh
Thi NGUYEN, Masaaki WATI
(Dep. Bioen., Tokyo Inst. Techol.)
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Function analysis of plant aurora kinase by imaging
technique

(OTakuya ASADA', Daisuke KURIHARA?, Susumu UCHIYAMA'
Sachihiro MATSUNAGA!, Kiichi FUKUT'

(‘"Dept. Mat. Life Sci., Osaka Univ.,”Dept. Biol. Sci., Nagoya Univ.)
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