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Effects of carbazole degradative plasmid pCAR1 on the
fitness of three Pseudomonas host strains
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Detection of selenate reductase enzyme from marine
selenate-reducing bacteria isolated from a marine fish skin
surface
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(Dept. of Environ. Sci., Pref. Univ. of Hiroshima)
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Isolation and characterization of pentachlorophenol degrading
bacteria
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Study on distribution and diversity of mercuric reductase
gene, merA4, in a mercury polluted site in Taiwan
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