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Conversion to L-arabinokinase from galactokinase
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Characterization of 2,6-dihydroxybenzoate catabolic pathway genes of
Rhodococcus jostii RHA1
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(Dept. Bioeng., Nagaoka Univ. Tech.)
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Characterization of arsenic resistance gene clusters in Rhodococcus
erythropolis IAM1399
(OKazuma Hirata', Yu Nakanowatari?, Masao Fukuda®, Ginro Endo?,
Keisuke Miyauchi®
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Tohoku Gakuin Univ., >Dept. Bioeng., Nagaoka Univ. Tech.)
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