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Global metabolic change in respiratory inhibitor 2,4-dinitrophenol (DNP)
resistant sake yeast altering the NADH/NAD* ratio
(OShunichi Nakayama, Shingo Kosugi, Keiji kiyosi, Toshimori Kadokura, Atsumi
Nakazato
(Dept. Ferment. Sci., Fac. Appl. Biosci., Tokyo Univ. Agric.)
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Accelerated alcoholic fermentation caused by impaired glucose derepression
in Saccharomyces cerevisiae
(OMegumi Mizuno?, Daisuke Watanabe!, Naoya Hashimoto*?, Yan Zhou?, Takeshi
Akao?, Hitoshi Shimoi!
(*NRIB, ?Fukui Pref. Food Proc. Res. Inst.)
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Improved molasses fermentation by deleting the RIM15 gene in
Saccharomyces cerevisiae strain PE-2
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(*NRIB, ?Res. Div. Microbial Sci., Kyoto Univ., 3Grad. Sch. Biol. Sci., NAIST)
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Genetic analysis of the ethanol-tolerant sake yeast strains
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