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epitope peptide 2P-243
EPMA 2P-185
equol 1P-006
erythritol 1P-141
ES/iPS cells 3P-192
Escherichia coli 1P-005, 1P-007, 

1P-081, 1P-089, 1P-105, 1P-106,  
1P-152, 1P-153, 1P-156, 1P-167,  
2P-006, 2P-093, 2P-123, 2P-124,  
2P-188, 2P-192, 2P-199, 2P-222,  
3P-011, 3P-018, 3P-145, 3P-146,  
3P-160, 3P-161, 3P-196, 3P-199,  

3P-208, 3P-212, 3P-216,  
2S-Cp01, 3W-Ea09

ester degradation 3P-205
esterase 3P-104
ethanol 1P-018, 1P-146, 1P-173,  

2P-105, 2P-113, 2P-141, 2P-142,  
2P-143, 2P-145, 3P-034, 3P-063,  

3P-188, 2S-Ca03, 2W-Ea07
ethanol fermentation 1P-008, 1P-103, 

1P-182, 1P-188, 1P-189, 2P-100,  
2P-119, 2P-120, 2P-147, 2P-148,  

3P-156, 3W-Ea07
ethanol production 1P-102, 1P-104, 

2P-112, 2P-144, 2P-146, 2P-149,  
3S-Bp04, 3S-Bp05

ethanol stress 3P-020, 3P-042
ethanol tolerance 2P-097
ethanol utilization 2P-005
ethnolic extraction 2P-228
Ethyl trans-alpha-cyanocinnamate 

3P-045
ethylene 1P-076
ethylene nano-bubble 2P-161
eucalyptus 1P-217, 2P-110
Euglena gracilis  

1P-120, 1P-121, 1P-192

evolution 2P-188, 3S-Da05
evolutionary engeneering 3P-199
exolytic alginate lyase 1P-166
experimental evolution 3P-011
Exporter 1P-007
expression 1P-014, 2P-186
extracellular  matrix  

1P-194, 2P-015, 2W-Ea02
extracellular DNA 1P-013
extracellular electron transfer 1P-171
Extremophiles 2P-011, 2W-Ea01

F
farnesyl pyrophosphate synthase 1P-055
FAS2 3P-047
fat 3P-136
fatty acid 1P-009, 2P-153, 2P-224
fatty acid desaturase 1P-108, 2P-058, 

2P-059
Fe(III) reduction 2P-005
fed-batch culture 1P-121, 2P-108, 

3P-167
feed-back isolation 1P-211
feeder cell 2P-177
feeder cells 3P-235
Fenton-like reaction 3P-146
fermentation 1P-110, 1P-116, 1P-118, 

1P-128, 1P-132, 1P-133, 1P-143,  
1P-183, 1P-208, 2P-095, 3P-038,  
3P-043, 3P-081, 3P-082, 3P-239,  

3S-Bp01, 3S-Ca03
fermentation inhibitor 2P-150
fermented seasoning 3P-062
ferulic acid 1P-077
fiber 2P-088
fibrosis 3P-024
Filamentous bacterium 3P-096
filamentous fungi 1P-031, 3P-173, 

2S-Dp05, 3S-Ca03
filamentous phage 2P-027
filamentous phages 1S-Fp03
firefly luciferase 1P-075, 2P-064
Fistulifera sp. 2P-198, 3P-012, 3P-013
flagella 2P-023
flavin-containing monooxygenase 

1P-080
Flavobacterium 3P-152
flavonoid 2P-118, 2W-Ea08
flavoprotein 2P-085
flavor 3P-058, 3S-Fp05, 3W-Ea02
floc-forming bacteria 3P-147
flocculation 3P-138
flow cytometry 1P-088
fluorescence correlation spectroscopy 

1P-236
fluorescence quenching 3P-008
fluorescent 2P-208
fluorescent microscopy 2P-077
fluorescent protein 3S-Ba05

fluorine chemistry 2P-116
flux balance analysis 1P-152
flux balnce analysis 1P-153
food additive 2P-163
food colourant 2P-163
food factor 3P-073, 3P-080, 2S-Da03
force curve 2P-172
formaldehyde 2P-213, 2P-214
formaldehyde dehydrogenase 2P-191
formate dehydrogenase 2P-126
freeze tolerance 1P-135
FRET 2P-231, 3S-Ba05
fructose-1,6-bisphosphate aldolase 

1P-142
fructosyl peptide oxidase  

1P-074, 1A-Aa04, 2S-Fa06
fructosyl transferase 1P-066
fucoxanthin 3P-084
fumaric acid 1P-132
fungus 1P-081, 2P-133
furfural 1P-102, 2P-103
fusaric acid 2P-007
fusion protein 2P-137, 3P-006

G
G Protein Coupled Receptor 2P-203
G-protein-coupled receptor  

1P-082, 1P-083
G-quadruplex 2P-234
GABA 1P-134
Gallionella 3P-148
Gallionella ferruginea 3S-Dp02
gamma-linolenic acid 3P-170
gamma-polyglutamic acid 2P-220
gas phase 2P-159
gas utilization 2P-125
GC-MS analysis 2P-108
GC/MS 3P-026, 3P-029
gene amplification 1P-222
gene cloning 1P-072, 3P-117
gene cluster 2S-Dp04
gene conversion 1S-Dp04
gene disruption 1P-015, 1P-031,  

2P-018, 1S-Dp04
gene expression 1P-002, 3S-Bp02
gene expression analysis  

2P-119, 2P-195, 3S-Da03
gene knockout 3P-122, 1S-Dp03
Gene silencing 1P-001
gene therapy 1P-238
gene transfection 3P-234
genome 2P-234, 3P-042, 3P-045, 

3P-105, 2S-Cp04, 3S-Ca01,  
3S-Cp04, 3S-Fa02

genome analysis 2S-Bp01
genome array 2P-098
Genome editing 1S-Dp03
genome engineering 1P-022, 1P-128, 

3P-001, 3P-033, 1S-Dp01,  
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1S-Dp03, 1S-Dp04, 1S-Dp05
genomics 3S-Ca04
Geobacter 2P-005
GFP 2P-069, 2P-241, 3P-219
GHF68 1P-066
GI-tract 3P-079
glass bead 2P-207
glial fibrillary acidic protein 1P-233
Gluconacetobacter europaeus 1P-124
gluconate 5-dehydrogenase 3P-182
Gluconobacter 1P-125
glucose 1P-190
glucose dehydrogenase 1P-044,  

2P-035, 3P-182, 2W-Ea04
glucose derepression 3P-040
glucose metabolism 1P-175
glucose-6-phosphate dehydrogenase 

1P-160
Glut-4MMP 3P-060
glutamate fermentation 1P-107
glycan 1P-225
glycated hemoglobin 1P-074,  

1A-Aa04, 2S-Fa06
glycerol 1P-152, 1P-156, 1P-173, 

1P-216, 2P-105, 2P-112,  
2P-113, 2W-Ea07

glycogen 1P-186
glycolaldehyde 2P-101
glycolic acid 3P-198
glycolipid 2S-Cp02
glycoside hydrolase 3S-Cp04
glycosyltransferase 3P-221
glycyrrhetinic acid 3P-169
gold nanorod 2P-216
GRE2 2P-101
grease trap 3P-136
grease trap system 3P-133
green algae 1P-185
green fluorescence protein 1P-082
green-light sensor 3P-215
Grifola frondosa 1P-115, 1P-178
GroEL 1P-097
groundwater 3P-099
growth 3P-113
growth characteristics 3P-186
growth control 1P-214
growth inhibition 3P-030
growth stimulation 3P-064
gypsogenic acid 1P-140

H
H2-CO2 2P-127
Halomonas 1P-177, 1P-220
halophile 2P-013, 2P-019
Halospirulina 2P-013
Hap-TiO2 2P-214
heat lytic fungi 1P-190
heat shock protein promoter 1P-238
heat treatment 1P-232

heavy ion beam 1P-193
helium 3P-029
helix-helix interaction 2P-051
hemagglutinin 1P-094
hepatitis C virus 2P-231
hepatocellular carcinoma 2P-030
heterologous production 1P-044,  

1P-187, 2S-Cp01, 2S-Dp05
heterologous protein production 1P-033
hex3 1P-179
high probability 3P-051
high-quality concentration 3P-077
high-tenperature aerobic fermentation 

3P-111
high-throughput injection 2P-186
high-throughput screening 1P-223
His-tag 2P-190
histone deacetylase 2S-Dp02
Hog1 homolog 2P-094
homocysteine 1P-078
homogentisic acid 1P-118
homologous gene 1P-067
HSP70 3P-220
hstD 2S-Dp02
human antibody 1P-225
human intestinal microbiota 3P-089
human iPS cell 2P-178, 2P-179
human iPS cells  

3P-235, 3P-236, 3W-Ea10
Human lung cancer cells 3P-084
humic substance 2P-197
hybridization 2P-209
hydratase 2P-037, 2P-038
hydrocarbon 1P-194, 1P-195,  

3P-100, 3P-157
hydrogel 3P-231
Hydrogel 2P-173
hydrogel microchamber 2P-170
hydrogen 1P-170, 3P-029,  

3S-Dp03, 3S-Dp05
hydrogen production 1P-029, 1P-156, 

2P-130, 3P-167
hydrogen-oxidizing bacteria 1P-130, 

1P-169, 2P-129, 3S-Dp05
hydrogenase 1P-130, 1P-169, 2P-018, 

2P-130, 3S-Dp05
Hydrogenophilus thermoluteolus  

1P-169, 2P-129
hydrolase 2P-041, 2P-045
hydrolysis 2P-136
hydrophobin 1P-036, 1P-037
3-hydroxy butyrate 1P-177
hydroxy fatty acid 2P-037, 2P-038
hydroxy radical 3P-146
hydroxybutyrate 1P-219
3-hydroxybutyric acid 1P-220
5-hydroxymethylfurfural 3P-061
hydroxypipecolinic acid 1P-079
hydroxyproline 1P-079

3-hydroxypropionic acid 1P-152
hyperproduction 1P-034
hyperthermophile 1P-054, 1P-084, 

2P-017, 2P-018
hyperthermophilic archaeon 1P-029
hyperthermophilic composting 3P-102
Hyphomicrobium 3P-148

I
IBR system 2P-070
IclR-type regulator 2P-033, 2P-034
ICP-OES 2P-197
identification 1P-179, 3P-081
IgA 3P-078
image analysis 2P-175
Imaging 3P-032
imino acid 1P-079
immobilization 1P-041, 1P-063,  

2P-076, 2P-206, 2P-207,  
3P-173, 3P-180

immobilized enzyme 2P-089, 3P-183
immunoassay 3P-004, 3W-Ea01
immunostimulation 1P-136
in silico metabolic simulation 1P-153
in silico screening 3P-012
in vitro coupled transcription/translation 

1P-088
in vitro metabolic engineering 2S-Cp05
in vitro model 3P-079
in vitro molecular evolutionary   
 engineering 1P-088
in vivo expression 2P-236
in vivo gene delivery 3P-234
indicator 2P-069
indole alkaloids 2P-161
indole-diterpene 2S-Dp04
Industrial-Academic-Government   
 Cooperation 1S-Bp04
inflammation 3P-024
influenza 2P-205
influenza virus 1P-094, 2P-204, 3P-004, 

3S-Ba01, 2W-Ea09, 3W-Ea01
inhibitor 3P-068, 3P-130, 3W-Ea03
Inner Mongolia 3P-091
inorganic polyphosphate 3P-124
insect cell 2P-074, 3P-172, 3P-212
Inside-out membrane vesicle 1P-007
integration 2P-027
interacton 3P-113
interface 2P-206
interface bioreacter 1P-048
Internship 1S-Bp04
intestinal bacteria 3P-086
intestinal flora 3P-065
intramolecular chaperone 1P-090
intron-containinig Cre 1P-035
iodide oxidizing bacteria 3S-Dp03
Ion liquid 2P-149
ion sensitive field effect transistor 
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1P-057
Ionic liquid 1P-183
ionic liquid 1P-218
Ionomics 3P-109
iPS cell 2P-181, 2S-Ba04, 2S-Ep04
iron chelate 3P-113
iron-oxidizing bacterium 3S-Dp02
(iso)flavonoids 2P-090
isobutanol 1P-145
isoflavone 3P-076
isolation 3P-051
isoprenoid 1P-052
isopropanol 2P-125
isopropyl alcohol 2P-123
Isopropyl alcohol 1P-106
iturin A 1P-206

J
Janus spheroid 2P-169
Japanese cedar 1P-177
Jatoropha clude oil 2P-212
Jatropha BDF 1P-206
Jatropha curcas 2P-229
Jatropha curcas L. 2P-021
Jen1p-GFP 1P-018
Jumbo phage 2P-026

K
keratin 2P-165, 2P-166, 3P-231
keratn 3P-233
kidney 3P-227, 3P-228
kinase 1P-051
kinetic modeling 1P-228
kitchen refuse 1P-211
Klebsiella 2P-112
Klebsiella variicola 2P-113
Klueyveromyces marxianus 1P-180
Kluyveromyces marxianus 1P-019, 

1P-020, 1P-021
Koji making 3P-053, 3S-Cp04
koji mycelia 2P-097
Korean traditional Jeung-pyun 3P-087
KOSA 3P-132

L
L-alanine 1P-007
L-amino acid determination 2S-Fa04
L-amino acid ligase 1P-071
L-amino acid oxidase  

1P-073, 2S-Fa01, 2S-Fa04
L-aspartate oxidase  

2P-084, 2P-085, 2S-Fa03
L-glutamate 3P-076
L-glutamate oxidase 2S-Fa01
L-lactic acid 1P-147, 1P-211, 2S-Ca04
L-lysine oxidase 2S-Fa05
L-malic acid 3P-171
L-proline dehydrogenase 1P-054
L-rhamnose isomerase 2P-047

L-ribulose 3-epimerase 1P-065
L. mesenteroides ATCC8293 3P-088
L2 2P-206
LA-polymeriging enzyme 3P-200
label-free cell manipulation 2P-169
labeling experiment 1P-150, 1P-151
laboratory automation 3P-011
laccase 2P-137, 2P-142
Lactate fermentation  

2P-105, 2P-107, 2W-Ea07
l-lactic acid 2P-106
lactic acid 1P-018, 1P-170,  

1P-202, 1P-212
lactic acid assimilating bacteria 3P-164
lactic acid bacteria 1P-122, 1P-123, 

1P-137, 1P-138, 1P-139, 1P-170,  
1P-174, 2P-037, 2P-038, 3P-056,  
3P-066, 3P-067, 3P-068, 3P-087,  

2S-Bp05, 3S-Cp01, 3S-Cp03,  
3W-Ea03

Lactobacillus 3P-087, 3S-Cp02
Lactobacillus salivarius 1P-139
laeA 2S-Dp02
lantibiotic 1P-087
LAO stabilization 2S-Fa03
LAO: QS complex 2S-Fa03
LapA 3P-121
lateral flagellin 2P-004
layer-by-layer 2P-152
LC-MS 3P-031
leader peptide 1P-137
Leading Program 2S-Fp05
lectin 1P-226
Lemna minor 3P-149
Lemnaceae 3P-141
Lemnoideae 2P-146
Leptothrix 3P-148
lethal interactions 1P-023
leucic acid 1P-039
Leuconostoc mesenteroides 3P-078
levansucrase 1P-066, 1P-119
Light irradiation 2P-173
lignin 2P-142, 2P-150, 2S-Ca03
Lignin 3P-096
lignin degradation 1P-178
lignin-degradation enzyme 1P-189
lignite 3P-131
Lignocellulosic biomass 2S-Ca04
lignocellulosic materials  

1P-183, 2P-151
Limulus amebocyte lysate 2P-192, 

2P-193
lipase 1P-090, 2P-052, 2P-054, 2P-072, 

2P-086, 3P-068, 3P-136, 3W-Ea03
lipid 1P-110, 2P-153,  

2S-Ep02, 3S-Cp05
lipid A 2P-240
lipid and starch 2P-157
lipid degradation 3P-133

lipid production 2P-009
Lipid profiling 2P-198
lipidome 3P-013
lipocalin protein 2P-078
lipolytic enzyme 1P-049
Lipomyces 2P-009
lipopolysaccharide 2P-240
liposome 1A-Aa03
liposomes 3P-178, 3P-179
liquified fertilizer 3P-111
localizasion analysis 1P-036
localized surface plasmon resonance 

2P-205
LOH 3P-047
loss of heterozygosity 2S-Bp01
low temperature 3P-038
low temperture 3P-051
low-temperature cellulase 2P-132
LPS 2P-239
luciferase 2P-075, 2P-204,  

3S-Ba02, 2W-Ea09
luciferin analogue 2P-064
lysine 2P-115
lysine production 1P-114
lysis 3P-213

M
macrolide 2P-223
macrophage 3P-014
magnesium 1P-191
magnetic 2P-208
magnetic beads 2P-195, 2P-206
magnetic nanoaprticles 2P-194
Magnetic particle 1P-093
magnetite nanoparticles 1P-238
Magnetite production 1P-002
magnetotactic bacteria 2P-185
malaria 1P-016
MALDI-MS 3P-032
MALDI-TOF-MS 3P-209
malic acid 1P-011
malonyl-coenzyme A decarboxylase 

2P-087
maltotriose 1P-061
mammalian cell 1P-227
manipulation 2S-Ep05
mannanase 1P-056, 2P-134
MAPKinase Hog1 2P-094
marine bacteria 1P-166
marine fermentation 3S-Fa03
marine microalgae  

1P-196, 3P-155, 3W-Ea06
Marine microbes 3S-Fa02
marine microorganisms 1P-198, 2P-158
marine organism 2P-231
marker gene 3P-185
marker recycling 1P-035
mass culture 3P-155, 3W-Ea06
mass spectrometry 3P-023
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mass spectrometry imaging 3P-031
mating 1P-020, 1P-180
mating type 1P-020
Mating type gene 2P-010
mating-type 1P-030
maturation and secretion protein 1P-086
Measurement 3P-063
mechanism 3P-232
Medicago truncatula 1P-140
medium change 2P-183
megakaryocytic differentiation 1P-231
Megasphaera elsdenii 1P-170
melanogenesis 1P-205
membrane 2P-148
membrane depolarization 2P-237
membrane lipids 1P-165
membrane phase separation 3P-179
membrane potential 1P-005
membrane protein 2P-074
membrane reactor 3P-142
membrane-assisted bioprocess 2S-Ba01
menthol 3P-177
4-mercapto-4-methylpentan-2-one 

3P-060
mesenchymal stem cell 1P-239,  

1P-240, 2P-175, 2P-176,  
2P-180, 2P-183, 3P-237

Mesorhizobium loti 3P-017
Met4 2P-099
meta cleavage pathway 3P-135
meta-fermentation 1P-211
metabolic analysis 3P-018, 3P-019, 

3P-020, 3P-021, 3P-022, 3P-023,  
3P-024, 3P-025, 3P-026, 3P-027,  
3P-028, 3P-029, 3P-030, 3P-039,  

3P-073, 3P-137, 1A-Ap02, 1S-Cp04
metabolic engineering 1P-106, 1P-107, 

1P-154, 1P-155, 1P-167, 2P-120,  
2P-121, 2P-124, 2P-144, 3P-018,  

3P-223, 1S-Cp01, 1S-Cp02, 1S-Dp05, 
3S-Bp02, 3S-Bp05, 3S-Fa05

metabolic fingerprinting 3P-022
metabolic flux 2P-113
metabolic flux analysis 1P-150, 1P-151, 

1P-155, 2P-123, 1S-Cp01
metabolic pathway modification  

1P-154, 2P-130
metabolic response 3S-Ca03
metabolic shift 1P-172
metabolism 1P-053, 1P-141, 1P-173
metabolite network 2P-187
metabolome 1P-149
metabolome analysis 3P-059
metabolomic analysis 1P-209
metabolomics 1P-157, 3S-Ca04
metagenome 1P-067, 1P-162, 3P-112
metagenomic libraries 2P-032
metal doping 2P-185
metallothionein 1P-234

metatranscriptome 3P-112
Methane fermentation 2P-154
methane fermentation 1P-214, 3P-127, 

1A-Ap01, 3S-Fa04, 3W-Ea11
methane production 1P-198
methanogen 3S-Dp03
methanol 3P-202
methanol dehydrogenase 1P-101
methanol extract 2P-212
Methylobacterium extorquens 1P-101
methylotroph 3P-202
methylotrophic yeast 1P-142, 3P-190
2-methylpyrrolidine 2P-041
Metylobacterium 3P-128
MFC 1P-175, 2P-005
MHC molecule 1P-093
microaerobic induction 2S-Ba03
microalgae 1P-193, 1P-194, 1P-195, 

2P-162, 2P-198, 3P-165
microarray 1P-178, 2P-196, 3P-054
microbial community 1P-209, 3P-103, 

3P-131, 1A-Ap01
Microbial Factory 3P-195
microbial flora 3P-106, 3P-107,  

3P-114, 2S-Da03
microbial fuel cell  

1P-175, 3P-143, 3P-144
microbial fuel cells 1P-174
Microbial production 3P-196
microbial reduction 3P-092, 3W-Ea04
microbial transglutaminase 1P-085
microbiota 3S-Cp02
microbubble sparger 3P-190
microfludics 2P-169
microfluidic device  

2P-189, 3P-189, 1A-Ap03
microoganisms 2S-Da05
microorganism immobilization  

3P-193, 3P-194
microorganisms 3P-140
Midorikawa Estuary 3P-090
migration 1P-228
mildly acidic conditions 3P-208
milk allergy 2P-243
miRNA 2P-235, 2W-Ea11
mitochondria 2P-103, 3P-037, 3P-038, 

3P-039, 3P-046
mixed culture  

1P-213, 3P-128, 3S-Cp01
mixed culture fermentation 3P-052
MOA reductase 1P-039
mode of action 1P-087
model cell 2P-196
modification of substrate specificity 

2S-Fa01
moisture 1P-123
molasses 1P-220
molecular cloning 3P-172
molecular dynamic simulation 2P-044

molecular evolution 2P-090
molecular weight 3P-205
Monascus pigment 2P-010
Moniliella megachiliensis 2P-094
monolith 3P-015
monolithic column 3P-014
monooxygenase 1P-041, 2P-060
moorella 2P-128
Moorella 3S-Bp01
Morchella esculenta 3P-083
Mortierella alpina 1S-4 1P-108
motility 2P-023, 3P-237
Motility 3P-121
MPMS 2P-185
mRNA 2P-031
MSG5 1P-024
mucin 3P-067
Mucor 2P-145, 3P-170
multidrug efflux pumps 2P-218
multiomics 2S-Ba02
multivalency 3P-007
multivariate analysis 3P-020
multivariate statistical analysis 2P-197
mushrooms 3P-055
mutagenesis 1S-Dp03
mutation 1P-193, 2P-132
mycotoxin 2S-Dp04
myo-inositol 2P-057
myosin 3P-219

N
N-acetylneuraminic acid 3P-085
N-acetylneuraminic acid synthase 

3P-085
N-acetyltransferase 1P-043
NAD(P)H  

1P-006, 2P-035, 2P-063, 2W-Ea04
NADPH-regeneration 2P-068
naked nucleic acids 3P-234
nano size 1P-097
Nanomaterial 2P-083
nanoneedle 2P-172
nanoparticle 2P-205, 2P-208,  

2P-209, 3P-225
Nanoparticles 3P-103
natto 2P-220
natural pigment 2P-211, 2P-212
Nautella 1P-058
near infrared fluorescence  

3P-175, 3W-Ea08
Near-Infrared Spectroscopy 3P-063
Neospora caninum 1P-099
neural stem cell 1P-233, 2P-164
neural stem/progenitor cell 1P-234
neuronal cell 2P-178
neutrophil 2P-032
next generation sequencer  

3P-107, 3P-154
Next Generation Sequencers 3P-105
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next generation sequencing 3P-010
nisin 3S-Cp03
nitric oxide 2P-239
nitrification 2P-001, 3P-142, 3P-153
nitrogen circulation activity 3P-151
nitrogen fixation 3P-017
nitrogen fixing bacteria 3P-150
nitrogen-fixing bacteria 2P-156
NMR 1P-157, 2P-197,  

3P-109, 1A-Ap02
non-carbon loss 2P-105, 2W-Ea07
non-homologous end joining 1P-019
non-ribosomal petide synthetase 1P-070
non-Saccharomyces yeast 3P-052
noninvasive 2P-182
NRPS 2P-221
NS3 helicase 2P-231
NTH1 3P-049
nucleotide excision repair 2P-201
nylon 2P-044, 2P-046
nylon 66 2P-043
nylon oligomer 2P-043, 2P-045

O
o-acetylserine sulfhydrylase 1P-069
obesity 2S-Da03
odorant response 2P-200
odorant-binding protein 2P-078
oil production 1P-185
oil-polluted soil 2S-Da05
okara 3P-184
Okinawa 3S-Fp04
Oleaginous yeast 1P-110
oleaginous yeast 2P-009
olfactory recepter 2P-078
oligo body 3P-124
oligosaccharide 1P-210
oligotroph 3P-124
Oligotroph 2P-011, 2W-Ea01
open-innovation 1S-Bp03
optically active 2P-039
optically active amine 2P-042
optically purified lactic acid 3P-164
organic acids 2P-156, 3P-037
organic solvent 3P-173
organic/inorganic hybrid 3S-Dp02
Organophosphate 3P-116
Oryza sativa 3P-220
osmotic response 3S-Da02
osmotic stress 2P-094
osteoblast 3P-226
oxazoline 3P-241
oxidase 3P-095
oxidase activity 1P-054
oxidation 2P-050
oxidative fermentation 1P-125, 1P-127
oxidative stress 1P-231
oxidized lipids 3P-178
oxydized cholesterols 3P-179

oxygen 1P-130
oxygen tolerant 3S-Dp05
oxygen transfer performance 1P-116
oxygenase 1P-077, 2P-035,  

2P-090, 2W-Ea04

P
P recycling 1A-Aa02
P refinery 1A-Aa02
P. oxalicum 2P-133
P450 2P-035, 2P-060,  

1S-Dp05, 2W-Ea04
P450 monooxygenase 1P-048
Paenibacillus  sp. FH 11 2P-067
Palladium 3P-093
paper sludge 2P-145
paper sludges 1P-202
paramylon 1P-121
partial melting of ice 3P-077
partitioning equipment 3P-166
passage culture 3P-236, 3W-Ea10
pathogen 3P-123, 1S-Fp01, 3W-Ea05
PCNA 1P-041
PCR-DGGE2 3P-104
PDE2 1P-135
pdhR 2P-093
PDMS 2P-174
pellicle formation 1P-102
Penicillium purpurogenum 2P-010
pepper 1S-Fp02
peptide 2P-095, 3P-009, 3P-073,  

3P-081, 3P-180, 3P-212,  
3P-226, 1A-Aa03, 2S-Dp03

peptide array 2P-242, 2P-243
periodontal disease 3P-071
periodontopathogenic bacteria 1P-040
periostin 3P-228
peristalsis 3P-079
permeabilized cell 1P-236
permuted Intron-Exon 2P-236
peroxisome 1P-142
pesticide 3P-023
Peyer’s patch 3P-078
PGPR 1P-010
PGPR (Plant Growth Promoting  
 Rhizobacteria) 3P-224
PHA 3P-206, 3P-207
PHA synthase 3P-197, 3P-204
phage 2P-028, 1S-Fp01, 1S-Fp05
phage  therapy 2P-028
phage biocontrol 1S-Fp03
phage display 2P-082, 3P-004,  

3P-180, 3W-Ea01
phase 2P-183
phase separation 3P-178
phasin 3P-204
PHB 1P-177, 1P-219, 3P-195, 3P-197
PHBH 1P-207, 1P-208
phenol 3P-113

Phenol biodegradation 3P-141
phenol hydroxylase 3P-094
Phenol-biodegradation 3P-091
phenylacetaldehyde reductase 1P-067
2-phenylglycine 1P-043
phenyllactic acid 1P-105, 3P-088
Phlebia sp. MG-60 1P-188
PHO pathway 1P-146
PhoB 3P-116
phorbol ester 2P-212, 2P-229
phosphate 1P-112, 1A-Aa02
phosphate signaling 3S-Da05
phosphatidylinositol 2P-057
phosphite 3P-185, 2S-Cp03
phosphite dehydorogenase 1P-112
phosphite dehydrogenase  

2P-068, 3P-185, 2S-Cp03
phosphoenolpyruvate carboxylase 

1P-114
phosphofructokinase 1P-160
phospholipase A1 2P-055
phospholipase A2 1P-089
phospholipase D  

2P-053, 2P-056, 2P-057
phosphorus  compound 1P-215
phosphorylation 1P-229
phosphorylation network 1P-028
photocatalyst 3P-145
photooxidative stress 3P-165
photoreactivation 3P-147
photosynthetic bacteria  

1P-168, 3P-157, 3P-158
photosystem 3P-218
photosystem II 2P-020
phthalate 2P-034
phylogenetic analysis 1P-130, 1A-Ap01
physiology 2S-Cp04
phytase 3P-159
phytate degrading bacteria 3P-152
phytate mineralization activity 3P-152
phytic acid degrading bacteria 3P-150
phytin 3P-159
phytochemicals 3P-089
phytoremediation 3P-101
Pichia pastoris 1P-142, 2P-058
pickles 3P-068, 3W-Ea03
pigment 2P-163
pink-pigmented 3P-128
piperazine derivative 2P-039
plant 2S-Da02
plant biotechnology 1S-Dp02
plant growth promoting bacteria 1P-212
plant growth-promoting rhizobacteria 

1P-200, 3P-149
plant pathogen  

2P-024, 2P-026, 2P-027, 2P-028
plasmalogen 2P-055
plasmid 1P-019, 2P-006, 2P-017, 

2P-019, 2P-208

The Society for Bioscience and Bioengineering, Japan

NII-Electronic Library Service



索 - 27

Pleurotus eryngii 2P-050
PLS 3P-025
plumbemycinB 1P-071
pluripotent stem cell 2P-177
Podovirus 2P-025
POG1 1P-143
polar flagellum 2P-004
poly(3-hydroxybutyrate)  

1P-171, 2P-129
poly(amino acid) 2P-217, 2W-Ea10
poly(L-lactide) 3P-197
poly(lactic acid) 3P-200
polyamine 1P-084
polychlorinated biphenyl degradation 

3P-119
polyesters 3P-201
Polyglutamic acid 3P-138
polyhydroxyalkanoate 3P-197, 3P-199, 

3P-202, 3P-203, 3P-204,  
3P-205, 3P-206, 3P-207

polymerase 3P-198
polyol 1P-141
Polyol Dehydrogenase 2P-048
polypepton 3S-Da04
polyphosphate 1A-Aa02
polyploidization 1P-231
polysaccharide 2P-152
Polysaccharides 1P-115, 3P-083
polystyrene 3P-126
polyunsaturated fatty acid 1P-108, 

2P-058, 2P-059, 3P-239
polyvinyl alcohol 2P-164
porcine hair 2P-166
porin 1P-040
Porphyromonas gingivalis  

2P-237, 2P-238, 3P-071
positional specificity 2P-057
post doctor 2S-Fp01
post-translational modification 1P-086
Postgraduate Education 1S-Bp04
predation 3P-208
Prediction model 1P-240
prenyl transferase 1P-052, 2S-Dp06
pressure waveform 3P-234
pretreatment 1P-218, 2P-149, 2P-151
probiotics 2P-003, 3P-078
production 1P-226, 3P-140
progressive freeze-concentration  

3P-077
proliferation 2P-164
proline hydroxylase 1P-079
promoter 1P-014, 2P-234
1,3-propanediol 2P-029
propionibacterium 3P-091
Propionibacterium acnes 2P-238
protease 1P-072, 3P-074
protein 1P-092, 1P-096, 2P-076,  

3P-009, 1A-Aa03
Protein disulfide isomerase 3P-097

protein engineering 1P-092, 1P-096, 
1P-230, 3P-005, 3P-183,  

1S-Cp03, 3S-Ba03, 3S-Fa05
protein expression 3P-190, 3P-212
protein folding memory 1P-090
protein interaction 2P-134, 3S-Ba03
protein quality control 2P-008
protein-protein interaction  

1P-229, 1P-230, 2P-075
proteome analysis 3P-014
proteomics 2P-088, 3P-009, 3P-015, 

3P-016, 3P-017, 3P-209, 3S-Ca04
protocatechuate 1P-117
protocatechuate decarboxylase 1P-201
protoplast 2P-061, 2P-067
Pseudogene 1P-167
pseudohyphal form 2P-219
Pseudomoas fluorescens 1P-010
Pseudomonas 2P-007, 2P-022,  

2P-041, 3P-152
Pseudomonas aeruginosa  

2P-015, 3P-189, 2W-Ea02
Pseudomonas protegens 1P-010
Pseudomonas putida 3P-137, 3P-166
Pseudomonas putida T-57 3P-118
Pseudomonas sp. 1P-042
Pseudonocardia dioxanivorans 3P-099
Pseudozyma 2P-230, 2S-Cp02
Pseudozyma antarctica 2P-098, 3P-115
psychrophilic bacterium 2P-029
Pteris vittata 3P-101
PTP2 1P-024
pulmonary surfactant 3P-024
purification 2P-081, 3P-176
purification & characterization 1P-072
putrescine 3P-161
Pyrobaculum aerophilium  2P-190
Pyrococcus furiosus 1P-187
Pyrococcus horikoshii 1P-054
pyrophosphate  

2P-036, 2P-065, 2W-Ea05
Pyropia yezoensis  3P-069
pyruvate 2P-140
pyruvate dehydrogenase complex  

2P-093
pyruvate kinase 1P-114
pyruvic acid 2P-160

Q
QTL 1P-144
quality control 2S-Bp05
Quantitative image analysis 1P-240
quantitative image analysis 1P-239
quantum dot 2P-194, 2P-205
Quantum dots 1P-161
quaternary structure 1P-091
Quenchbody 3P-008
quercetin 2P-211
quinol peroxidase 1P-127

quinolinate synthase 2P-084
Quinolinate synthase 2S-Fa03
quorum sensing 3P-129, 3P-130

R
R&D management 1S-Bp03
(R)-imine reductase 2P-042
R-alpha lipoic acid 3P-070
racemase 1S-Cp03
radiation 2P-102
radioactive material 3P-127, 3W-Ea11
raft 3P-177
Ralstonia eutropha  

1P-171, 3P-203, 3P-207
Ralstonia solanacearum 1P-011,  

2P-024, 2P-025, 2P-026,  
2P-027, 3P-123, 1S-Fp02,  

1S-Fp03, 3W-Ea05
Raman microspectroscopy  

2P-199, 3P-187
Raman spectroscopy 2P-198
RANSAC 3P-025
Raoultella planticola 1P-176
rare earth elements 1P-101
rare metal 3P-093, 3S-Fa04
rare sugar 1P-062, 1P-065, 2P-047, 

2P-048, 2P-049
reactive oxygen species 2P-102
real time PCR 3P-150
receptor 2P-196, 3P-080, 2S-Ep02
recombinant antibody  

3P-004, 3W-Ea01
recombinant Escherichia coli 3P-085
recombinant hPOMGnT1 2P-186
recombinant protein 3P-240, 2P-073
recombinant protein production  

3S-Bp03
recycle of oil 2P-052
recycle of okara 2P-052
redox balance 3P-037, 3P-039
redox cofactors 2P-101
refolding 2P-062
regeneration 2P-180
regenerative medicine 2S-Ep01
regioselective hydrolysis 2P-055
regulation 2P-187
Reinekea 1P-056
repeated batch operation 3P-140
repressor 2S-Dp01
research life 2S-Fp04
research method 2S-Fp02
resistance 2P-188
resistance gene 2P-006
resorcinol 2P-040
Resorcylic acid 2P-033
respiratory chain  

1P-008, 1P-125, 2P-093
Response surface methodology 3P-083
retinal pigment epithelial cells 1P-228
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retrograde pathway 3P-019
retrovirus vector 1P-226
Reverse transfection 2P-174
Rhizobacteria 1P-163, 3P-224
Rhizopus oryzae  

1P-048, 1P-132, 1P-202
rhizoremediation 3P-149
Rhizosphere 1P-163
Rhodobacter sphaeroides 1P-168, 

3P-158
Rhodococcus 1P-003, 1P-012, 1P-013, 

2P-033, 2P-034, 2P-116, 3P-120
Rhodococcus erythropolis 3P-124
Rhodotorula minuta 3P-092, 3W-Ea04
ribonuclease 3P-006
riboregulator 2P-233
rice 3P-059, 3P-217,  

2S-Ca01, 2S-Ca02
rice bran 1P-205, 1P-215, 3S-Cp02
rice protein 1P-215
rice straw 2P-132, 2P-148
Rice straw, pretreatment 2P-155
RNA bacteriophage 2P-014
RNA interference  

2P-030, 2P-235, 2W-Ea11
RNA polymerase 1P-119
RNA-seq 2P-096, 2P-135
RNAi 2P-079
RNase E/G 2P-031
robustness 2P-187
RPL40A 1P-025
RRN10 1P-025
RRN5 1P-026
rRNA 1P-025, 1P-026
rubber biosynthesis 1P-199
RubisCO 3P-203
Ruminococcus productus 3P-065

S
16S rDNA 3S-Cp02
16S rDNA library sequencing 3P-066
16S rRNA 2S-Cp01
16S rRNA gene 3P-111
S-adenosylmethionine 1P-144
saccharides 1P-197
saccharification 1P-183
Saccharomyces cerevisiae 1P-017, 

1P-018, 1P-023, 1P-024,  
1P-025, 1P-026, 1P-027, 1P-102,  
1P-111, 1P-136, 1P-145, 1P-146,  
1P-147, 1P-175, 1P-179, 1P-181,  
1P-184, 1P-203, 2P-096, 2P-097,  
2P-099, 2P-100, 2P-102, 2P-138,  
2P-193, 2P-203, 2P-218, 2P-219,  
3P-027, 3P-040, 3P-044, 3P-048,  

3P-051, 3P-156, 3S-Bp05, 3S-Cp05, 
3S-Fp03, 3W-Ea07

Saccharomyces cerevisiae 1P-103
Saccharomyces pastorianus 3S-Da03

sake 3P-046, 3P-050, 3P-059
sake yeast 1P-144, 3P-037, 3P-039, 

3P-040, 3P-042, 3P-043, 3P-044,  
3P-045, 3P-047, 2S-Bp01

salinity tolerance 1P-185
Salt Lake 3P-091
salt tolerance 1P-111, 1P-191, 3P-055
salted rice malt 3P-057
SBF 3P-233
scaffold 2P-165, 2P-166
Scenedesmus sp. 2P-225
scFv 1P-089, 2P-082, 3P-005
scFv-Fc 3P-005
Schizophyllum commune 3P-171
Schizosaccharomyces pombe 2P-060, 

3P-240
Schizosaccharomyces pombe 3S-Da04
screening 2P-070, 2P-159,  

3P-080, 3P-226
scyllo-inositol 2P-122
seagrass seed, seaweed 3S-Fa03
seaweed 1P-162, 3P-167, 3S-Fa04
seaweed carbohydrates metabolism 

2P-119
secondary metabolism 2S-Dp02
secondary metabolite  

2S-Dp01, 2S-Dp04
secretion 1P-089, 3P-035, 3P-159
secretory production 3P-170
selective cultivation 3P-185
selective sensing 2P-216
selenium 3P-092, 3W-Ea04
self-assembly 3P-007
self-cloning 1P-135
semi-aerobic cultivation 2P-040
sensible evaluation 2P-211
sensor 2P-196, 2P-202
Serratia 1P-066
serum proteins 2P-216
serum-free culture 2S-Ep03
sexual reproduction 2P-023
SFP1 3P-043
Shinella sp. NN-6 2P-047
Shirakami kodama yeast 3P-049
shochu 3P-046, 1S-Bp01,  

2S-Bp02, 3S-Fp01
shochu distillery wastewater 3P-034
shochu fermentation 3S-Cp05
shochu yeast 3P-047
shuttle vector 2P-019
siderophore 1P-133
signal transduction  

1P-083, 3P-177, 3P-222
silica 1P-095, 2P-016,  

3P-134, 2W-Ea03
silica-binding protein 2P-207
silica-binding tag 1P-095
silicate 3P-134
silicatein 2P-091

silk protein 2P-088
silkworm 1P-094, 1P-099, 2P-087
Silkworm 2P-079
simulation 1P-055, 2P-176
simultaneous saccharification   
 and fermentation 1P-105
Simultaneous saccharification   
 and fermentation 1P-021
single cell 2P-195, 2P-199, 3P-187
single cells 3P-192
single nucleotide polymorphism 3P-042
single-cell analysis 1P-223
siRNA 2P-174, 2P-235, 2W-Ea11
site-directed mutagenesis  

2P-054, 2P-066
site-specific recombination 1P-017
Size control 1P-002
skeletal muscle 1P-232
skeletal myoblasts 2P-168
slow-freezing 3P-192
Sludge 3P-138
sludge reduction 3P-098, 3P-139
small heat shock protein 1P-091
SNPs 3S-Ba02
SOFIX 3P-151
solid food 3P-079
solid state fermentation 1P-123, 3P-184
Solidago Altissima 1P-199
somatic hypermutation 3P-003
sortase A 2P-089
Sourdough 3P-056
soyasapogenol B 1P-140
soybean 1P-006, 1P-119, 3P-074
soybean curd residue 3P-082
Soybean residue 1P-115
soybean whey 3P-115
specialized cellulose film 2P-158
spheroid 2P-170
Sphingobium fuliginis OMI 3P-135
Sphingobium sp. 3P-116
Sphingolipid 3P-069
Sphingomonas 2P-004, 2P-139,  

2P-140, 3P-125
Spirulina 2P-013
Spirulina 1P-191
Split Luciferase 2P-203
spore coat protein 2P-016, 2W-Ea03
SSF 1P-202, 2P-145
stability 3P-070
stable isotope 1A-Ap02
Stahylococcus aureus 2P-002
Stahylococcus epidermidis 2P-002
Staphylococcus 2P-118, 2W-Ea08
stationary phase 1P-154
steam explosion 2P-110, 2P-147
stem cell 2S-Ep01
Stenotrophomonas maltophilia  

2P-072, 2P-202
stereoselectivity 2P-041
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stereospecific hydrolase 2P-039
sterilization 3P-145
steroid 3P-026
strain improvement 3P-027
strain-specific bactericidal activity 

1P-087
Streptomyces 2P-042, 2P-053, 2P-056, 

2P-223, 2S-Dp01
Streptomyces lavendulae 1P-015
Streptomyces lividans 1P-118
Streptomyces nodosus 3P-187
Streptomyces plumbeus 1P-071
Streptomyces sp.  

1P-164, 2P-055, 2S-Dp06
stress 1P-141
stress resistance 3P-027, 3S-Fp03
stress response 3P-041, 2S-Bp01, 

3S-Da01, 3S-Da03
stress tolerance 3P-011
structural analysis 3P-220
structure-function relationship 2P-059
styrene monomer 3P-126
subcritical water technology (SCWT) 

2P-155
subculture 2P-158
substrate analogue-enzyme interaction 

2P-064
substrate binding 2P-056, 2P-066
substrate recognition mechanism 2P-053
substrate specificity 1P-065, 1P-070, 

1P-073, 2P-042, 2P-050
succinate production 2S-Ba03
succinic acid 1P-176
sucrose utilization 3P-041
sugar 2P-148
sugarcane molasses 3P-041
Sulfolobus solfataricuse 1P-041
sulfur bacteria 3P-108
sulfur content 1P-129
sulfur deprivation 2P-157
sulfur metabolism 3S-Dp04
sulfur oxidation 1P-100
sulfur-oxidizing bacteria 3S-Dp04
SUMO 1P-095
SUMOylation 2P-201
supercritical fluid chromatography 

3P-023
Suppressor mutant 1P-026
surface binding model 2P-053
surface plasmon resonance 3P-180
surplus sludge 3P-142
sustained release 2P-215
symbiosis 1P-213, 3P-017, 2S-Da01
synbiotics 3P-065
Synechococcus 1P-186, 2P-020
Synechocystis sp. PCC 6803  

1P-148, 1P-150
synergistic effect 2P-136
syngas platform 3S-Bp01

synthetic biology 2P-233, 3P-213, 
3P-214, 3P-215

Synthetic biology 1P-076
synthetic metabolic engineering 3P-162
systematic analysis 3S-Bp02

T
T7-like phage 2P-024
Takanazuke 3P-066
Talaromyces purpurogenus 2P-163
taxonomy 2P-009, 2P-011, 2W-Ea01
TCA bypass pathway 1P-148
TCA cycle 1P-148, 1P-159
telomerase 3S-Ba02
temperature 3P-177
temperature measurement 3P-102
Tenure-track 2S-Fp03
Tenure-Track 2S-Fp05
tenure-track 2S-Fp04
terminal deoxynucleotidyl transferase 

1P-085
Termite 2S-Da01
termite 2P-131, 3P-114
terpenoid 3P-221
Tetrahymena 3P-163
thermal adaptation 2P-014
Thermococcus kodakarensis  

1P-028, 3P-097
Thermococcus. kodakarensis 1P-084
thermophile 1P-004, 1P-053, 1P-068, 

1P-164, 2S-Da02,  
2S-Da03, 2S-Da04

thermophilic 2P-052, 2P-128
thermostability 1P-074, 2P-020, 2P-096
thermostable enzyme 1P-068, 2P-045, 

2P-054, 3P-162, 2S-Cp05
Thermotolerance 1P-027
thermotolerance 3P-033
thermotolerant 1P-212
thioesterification 1P-075
thraustochytrid 1P-109
three dimension 2S-Ep03
tidal flat 3P-108
time-lapse 2P-182
TiOx 3P-225
tissue engineering 1P-232, 2P-169, 

2P-176, 3P-231, 1A-Ap03
titanium dioxide film 2P-191
tofu-misozuke 3P-076
toluen dioxygenase 3P-118
tomato 1S-Fp02
Tomato 3P-032
top down proteomics 3P-015
TOR 3P-044
Torulaspora delbrueckii 3P-052
toxicity 2S-Ep03
Trametes versicolor 2P-137
trans-aconitic acid 1P-042
transcription 2P-121

transcription factor 1P-038
transcription factors 3P-019
transcriptional amplification 1P-238
transcriptional regulation 1P-032, 

2P-017, 2P-033, 2P-034
transcriptome 1P-104, 1P-149,  

2P-098, 2P-135, 3S-Ca01,  
3S-Ca03, 3S-Fa02

transformation 1P-004
transgene expression 1S-Dp02
transgenic plant 2P-021, 3P-217,  

3P-218, 1S-Dp04, 1S-Dp05
transglycosylation 1P-056, 3P-241
translation 1S-Dp02
translational control 2P-184
transporter 1P-005, 1P-134, 1P-137, 

2P-051, 2P-095, 3P-030
transposon 2P-022
transposon mutagenesis 1P-156
trehalase 3P-049
trehalose 1P-012
triacylglycerol 3P-136
triacylglycerol biosynthesis 1P-203
tribos transformation 1P-001
tricarboxylic acid cycle 1P-008
trichloroethene (TCE) 3P-094
trichloroethylene 3P-112, 3P-120
Trichoderma reesei 1P-187, 1P-210, 

2P-132, 3S-Ca02
Trichoderma sp. 1P-131
triglyceride 3P-239
Tris(2-chloroethyl) phosphate 3P-116
trpB 1P-050
Tryptophan synthase 1P-050
tubulin 2P-219
tumor promoting activity 2P-229
tumorigenesis 3P-238
Tween 40 2P-115
two component regulatory system 

2P-092, 3P-120, 3P-216, 3W-Ea09
two-component system 1P-012
Two-Hybrid System 3P-222
two-phase fermentation 3P-166
tyrosinase 3P-053
tyrosine kinase 1P-229

U
ubiquinol oxidase 1P-100
UDP-Rha 3P-240
ultramicrobacteria 2P-160
undifferentiation 3P-236, 3W-Ea10
unnatural amino acid 2S-Fa05
unsaturated fatty acid 3S-Fa04
UPLC-TOF-MS 2P-227
upstream open reading frame 2P-184
uracil auxotrophy 3S-Da04
used cooking oil 3P-184
utilizing 2P-070
5’-UTR 2P-031
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UV 3P-145
UV damage 2P-201
UV inactivation 3P-147

V
vanillin 1P-077, 2P-103
Vanillin 3P-058, 3S-Fp05, 3W-Ea02
vascular structure 2P-170
VBNC 2P-160
Vibrio 2P-120
Vibrio halioticoli 2P-119
Vibrio tritonius AM2T 3P-167
vinegar production 2S-Bp04
virus 3P-176
vitamin C 1P-232
volatile fatty acids 1P-113

W
waste glycerol 1P-176
wastewater 3P-157
wastewater treatment 3P-139, 3P-143, 

3P-144, 2S-Da04
water splitting 2P-020
water-resource 1S-Bp02
Wax ester fermentation 1P-192
wheat straw 2P-133
Wheat-rice-stone 2P-154
white-rot fungus 1P-188, 1P-189
whole cell 3P-088
whole cell biocatalyst 3P-160
wild type yeast 3P-050
wine 3P-061
winemaking 3P-052
wood biomass 1P-190
woody biomass 1P-217
wool 2P-165
wound dressing 2P-215

X
X-ray crystallography 1P-065, 1P-069, 

1P-080, 2S-Fa01
X-ray irradiation 3P-225
xanthine dehydrogenase 2P-071
Xanthomonas citri 2P-028, 1S-Fp04
Xanthophyllomyces dendrorhous 3P-211
XlnR 1P-038
xylitol 3P-210
xylooligosaccharides 2P-107
xylose 1P-104, 1P-146, 1P-182,  

2P-106, 2P-109, 2P-141,  
3P-198, 3S-Bp04, 3S-Bp05

xylose isomerase 1P-182, 3P-156, 
3W-Ea07

Y
yeast 1P-019, 1P-022, 1P-030, 1P-112, 

1P-174, 2P-008, 2P-095, 2P-104,  
2P-114, 2P-230, 3P-020, 3P-036,  
3P-038, 3P-046, 3P-056, 3P-133,  

3P-169, 2S-Bp02, 3S-Bp03,  
3S-Cp01, 3S-Da02, 3S-Da03,  

3S-Da05, 3S-Fp02,  
3S-Fp03, 2W-Ea06

yeast cell-surface display 1P-082
yeast two-hybrid system 1P-083
yeast-like cell 3P-188
Young Researchers Committee for  
 Biotechnology 2S-Fp06
young scientist 2S-Fp04
young’s modulus 1P-235
Young’s Modulus 1P-237

Z
zebrafish 2P-186
zeolite 2P-111
zinc 1P-234
Zygosaccharomyces rouxii 3P-035
Zymobacter palmae 2P-141
Zymobactor palmae 2P-143
Zymomonas mobilis 1P-008, 2P-142, 

2P-144
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