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Modeling of mitochondrial targeting signal sequence by using synthetic
biology approach
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An Aspergillus oryzae transcription factor involved in the expression of the
gene, glaB, specifically expressed in solid-state culture

(OMidori Yoshimura, Mizuki Tanaka, Takahiro Shintani, Katsuya Gomi

(Div. Biosci. Biotechnol. Future Bioind., Grad. Sch. Agric., Tohoku Univ.)
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Morphology and enzyme production of multiple gene deletion mutants for
alpha-glucan biosynthesis obtained by means of self-excising marker
recycling system in Aspergillus oryzae

(OsSilai Zhang, Mizuki Tanaka, Takahiro Shintani, Katsuya Gomi

(Div. Biosci. Biotechnol. Future Bioind., Grad. Sch. Agric., Tohoku Univ.)
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Involvement of carbon sources and ubiquitinating/deubiquitinating factors
in stability of Aspergillus oryzae CreA protein

(OMizuki Tanaka, Takahiro Shintani, Katsuya Gomi

(Div. Biosci. Biotechnol. Future Bioind., Grad. Sch. Agric., Tohoku Univ.)
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