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Function of AarC within the central carbon metabolism in Acetobacter
pasteurianus NBRC3283
Akiko Okamoto-Kainuma, OTakuya Matsubara, Yuki Yamamoto, Morio Ishikawa,
Yukimichi Koizumi
(Dept. Ferment. Sci., Fac. Appl. Biosci., Tokyo Univ. Agric.)
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Expression profiles of electron transport/ROS scavenging systems of
Acetobacter pasteurianus NBRC3283 under ethanol containing condition
Akiko Okamoto-Kainuma?, OKohei Katsuki!, Kentaro Imait, Morio Ishikawa?,
Yu Shiwa?, Hirohumi Yoshikawa?3, Yukimichi Koizumi!
(*Dept. Ferment. Sci., Fac. Appl. Biosci., Tokyo Univ. Agric., 2Genome Res. Center,
Tokyo Univ. Agric., ®Dept. Biosci., Fac. Appl. Biosci., Tokyo Univ. Agric.)
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[H ] (EHEFE R & ORI S 558 L 72 LR W Lactobacillus plantarum
ML11-11 13 135 B Saccharomyces cerevisiae & 64542 &, BEZE AN
X7 4 VAR BN R R T, SR ORI 1. S FEOL
FURY YR HEBBEEOR Y F AR LTV LI EINETIIH LR
LT &7z ARFZETIE. FLERE ML11-11 B vk, R ORERE & o e f s
RYe LTI RN E Bk D FERG & S 7 B 00T L, BERE L O35 121 5
THAMBHOL 7 F k5 YN HeWoNICT AT L2 HME L.
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SDS-PAGE (2 & V) 53#f%. LC-MSIMS 12 & ) X7 F FEHIZ F % L7z.
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Analysis on cell surface proteins of Lactobacillus plantarum ML11-11
responsible for adhesion to yeasts
(OSatoru Hirayama, Soichi Furukawa, Jun Ogihara, Masato Yasui, Yasushi Morinaga
(Grad. Sch. Bioresour. Util. Sci., Nihon Univ.)
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Application to stability Awamori brewing by analysis of microfrora of
Awamori Moromi
(OMasatoshi Tsukahara!, Maiko Nezuo!, Haruna Azuma!, Shota Toguchi?,
Tomoya lhat, Ayane Oshiro!, Hirohide Toyama?
(‘Biojet, 2Dept. Biosci. Biotechnol., Fac. Agric., Univ. Ryukyus)
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