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Isolation of Japanese sake mutants that accumulate proline and analysis of
their fermentation profiles
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Development of the new screening method to identify yeasts with low acid
productivity based on a sodium acetate-utilizing.
(OMai Nakase, Haruka Nishimoto, Takuya Asai, Nobuo Yamashita, Takahiro Akashi
(Hakutsuru Sake Brewing Co. Ltd.)
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Competition between mitochondria and unsaturation of fatty acid during
anaerobiosis in brewery yeasts
(OKazuki Izumi?, Kazutaka Sawada?, Lahiru. N. Jayakody'?, Naoya Tokunaga!,
Keisuke Tuge®, Hiroshi Kitagaki'?
(*Saga Univ., 2’Kagoshima Univ., *Saga Ind. Technol. Center)
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Analysis of sake yeast transcription system of galactose assimilating genes
OHiroshi Ikenaga?, Yuki Tomizawa?, Kazuya Hikokubo?, Hidenori Hayashit,
Takashi Masubuchi?, Osamu Kamiyama?, Katsuya Satoh?®, Issay Narumi*

(*Dept. Eng. Maebashi Inst. Technol., 2Gunma Ind. Technol. Center, 3JAEA, “Fac.
Life Sci., Toyo Univ.)
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