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Site-specific transgene integration using Cre-incorporating IDRVs
(OIMANISHI Suguru, SHIMOMURA Takuya, KAWABE Yoshinori, ITO Akira,
KAMIHIRA Masamichi
(Dept. Chem. Eng., Fac. Eng., Kyushu Univ.)
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Irreversible switch of animal cell expression by PhiC31 integrase
(OKen-ichi Nishijima, Shintaro Onishi, Yuya Okuzaki, Riho Sato, Hidenori
Kaneoka, Shinji lijima
(Dept. Biotechnol., Grad. Sch. Eng., Nagoya Univ.)
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Effects of chaperone co-expression on full-length 1gG1 expression in
Escherichia coli
(ODaiki Oka?, Masayosi Onitsuka2, Takesi Omasa?
(*Grad. Sch. Adv. Technol. Sci., Univ. Tokushima, Inst. Technol. Sci., Univ.
Tokushima, ®Inst. Technol. Sci., Univ. Tokushima)
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[Objective] Chinese Hamster Ovary (CHO) cells are the industry’s premier
work horse for bio-pharmaceutical production. Efficient development and
process of cell-line is required to;

+ Support traditional and rational cell line development

+ Analyze SNPs and genotype & phenotype relationship

+ Optimize production: glycosylation, medium, apoptosis, contamination, HCP
(Host Cell Protein) with an integrated view on gene function & molecular
mechanism and experimental data.

[Results] We used Genedata Selector, a biological data management and
analysis enterprise suite in one platform, to provide reference genomes by
integrating public genome data of mouse, rat, hamster, CHO cell lines, yeast
and bacterial strains with public RNASeq data to provide the refined CHO
K1 and hamster genomes and to perform comparative genome of 7 CHO cell
lines including DG44. We significantly improved the annotation/function
from genes, transcripts to proteins, including transcription factor binding sites
(TFBS), metabolic and regulatory pathways. Selector also enables scientists
to improve recombinant protein production process by detecting apoptosis,
contamination and HCP during fermentations with various omics analyses.
We will show (1) Degradome of DG44 cell and (2) Cell Growth Optimization
examples using plate assay system.
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