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O Streptomyces rochei 7434AN4 ¥RIZRY 7 F FHUEWE S » hHr4 Vv
(LC) #/EREL. TOEAKBEIET 2 5 A% —1d pSLA2-L FICH#fET 5, LC
75 A5 —HNICHiBEEY X ) ¥ v (PQQ) EAKEETNEERT
BO. BETHEERIZEY. V¥4 YV EAKIZIE PQQ ALHTH B
CEDPHOERPICHE ST D, F2, PQQ ZRMREHZIIE MY T M T 7 vERk
% G tef 0 & LK (Trp-motif) 2F/EL TH D, pSLA2-L Lo ORF % i~
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BRI I lankacidinol 2R L7z & 2 A, PQQ f#4£ F C lankacidin C
NOLBWAERD LN Tz S OITIEERE, SRR, Bl pH 2 o4k
HMNT A= =DV THNDB 720, PMS &7z die X ) f#fr L7z,
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Characterization of a PQQ-dependent enzyme involved in lankacidin
biosynthesis
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Ty A¥ AT (LC) T v A< A T v (LM) A JE I Streptomyces rochei
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Functional analysis of a P450 enzyme SrrO involved in the biosynthesis of
SRB molecule, an inducer of antibiotic production in Streptomyces rochei.
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