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The genomic structure of Sphingomonas bisphenolicum AO1 and
bisphenol-A removal by bisdAB-recombinant strain AO1.
(OSatoru Koba!, Naoya Nakagawa?, Yoshinobu Matsumura®?
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Univ. , ORDIST)

Key words  bisphenol A, Genomic analysis, environmental pollutant, biodegradation

3P-090 Iy Y RBRICEDKIERILTF L EDN1 AL
AT 4 I—2 a2k PRERETME
OARM EH Y, T H JE L ) 2%0m] 2 B0 5 3, B e e,
A B BRDL 5T SRR Mk
(PERIE -2 71 & A | NITE, SRR N4 F A F 14 F1
SR, SHOK - Bk | SREOK - W)
n-kimura@aist.go.jp

[HA] ABFETIE R F L Y TH RSN T RONL F A5 14 3 2
L= a Yk 2 BREBE OB LT 2 MR ClE T2 EE L. A
FAFA4 I 2L — g VI L HEEAOBEIZOWCEHET 5 T2 IR T 5
ZLEHMET 5.

(5] HHH A MISRBHES A B EOEM ZIEAT 202 SIEABICE
% 6 7 A, FEREEAISIRILL 723 F K2 5 mRNA Ol L, $ L3 crgt
BL T2 EEETZRINT 2 2 &2 HIGIZ, $LBOH » 70 h Sl
L7ZZRNAZMRIZLIZAY VTV A2 )T b — LN 2 Fh L 72

(R & 2] LM 2 AT 22 HEARICES 6 » ABICBWT, 15 A
IR L 724~ 7 v &5 mRNA & i Ly kbt s — 4 4 — (Hiseq2000)
2 & BRSO 2 AT - 720 ISR 7 — & 55 L7zpkiEr 7 =
) 57— % RX—A T3 5% COG ( Clusters of Orthologous Groups) % KEGG 7 —
= 202K 2 AR E ER L. I L T2 aT 058 L R
ALIZDWTIENT U720 & 512, DNA LV TN L 72 EMAIC S 5 X &
) MR T — & L L, ELIC X A BUEYERE R BRI MBI O WTHE
22172,

Assessment of a biostimulation site on remediation of Tetrachloroethylene
by a metatranscriptomic approach
(ONobutada Kimura?, Chika Tsujita!, Atsushi Yamazoe?, Yuji Sekiguchi?,
Naohiro Noda?®, Yo Takahata?, Hideaki Nojiri®, Masao Fukuda®
(*BRI. AIST, ?NITE, ®*Biomed. Res. Inst., AIST, “Taisei Co., Univ. of Tokyo,
®Nagaoka Univ. of Tech.)
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Degradation of cis-1,2-dichloroethylene by Rhodococcus jostii RHAL
(ONaoto Araki, Kanako Chino, Daisuke Kasai, Eiji Masai, Masao Fukuda
(Nagaoka Univ. Technol.)
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Isolation and characterization of microbes in the rhizosphere of an arsenic
hyper-accumulator, Pteris vittata
(OMei-Fang Chien!, Pei-Hsin Lo2, Ryota Makita3, Keisuke Miyauchi‘, Ginro Endo?,
Chihiro Inoue*
(*Grad. Sch. Environ. Stud. Tohoku Univ., °Grad. Sch. Plant Pathology, NCHU,
Taiwan, *Dept. Eng., Tohoku Univ., “Dept. Civil Environ. Eng., Fac. Eng., Tohoku
Gakuin Univ.)
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