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Characterization of internal substrate and acetyl-CoA binding sites in N-
acetyltransferase from Chryseobacterium sp. 5-3B
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Characterization of aspartic proteases from Aspergillus repens and Aspertic
glaucus
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Cloning, heterologous expression, and enzymatic characterization of
bacterial diamine transaminases
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Reaction simulation of sarcosine oxidase by using FMO and QM/MM
methods
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