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Both process and media development are still often largely driven by trial and error.
Knowledge and know-how is often distributed only in the minds of different experts,
and therefore not readily accessible to all involved in the process. To avoid loss of
expertise and IP, enable knowledge sharing and allow rational, knowledge-driven
improvement of processes, media, feeds and cell lines, we developed an integrated data
analysis and knowledge management platform, called Genedata Selector.

Advanced, integrated analysis tools enable you to easily observe limitation/
accumulation of metabolites and discover previously hidden relationships, for example
through visualizing cell culture process data on pre-defined or customized metabolic
pathway maps. Different data can be integrated (e.g. extracellular/intracellular
metabolomics, NGS or metabolic flux) and media and processes can be optimized
rationally, thereby avoiding costly trial & error. Here use of RNAseg-aided genome
refinement of reference genome is a key for success. New insights into cell behavior
are generated by integrated genomics/omics data analysis, enabling the understanding
of molecular differences between cell lines, cultivation conditions and time points, and
to find novel relationships buried in experimental data. A rich statistical toolbox and
interactive data exploration tools facilitate the identification of relevant biological
functions and pathways.
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