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1) B®: SWRETWBacillus pumilus IPO¥kEI X D xylanase, B -xylosidase
FREFRBFCEAL. xylanl T 3RBRO7LaA- A RBHEOTEREN
EULT. MIREIT->TVS, KPR TWE. R B-xylosidaseXEF WD VTRE
Uk, '

2) HERUER Bacillus pumilus PO ¥ HI R @ B -xylosidaseX &z FxynBld
dideoxyl ki CHEBERIBREL. HERETUSI7 IV BIOIRIZENbh-
oo xyNBMEEFR2RBEBTRIAT I Y. BB OGAP(glyceraldehyde-3-phosphate
dehydrogenase) M iz Fpromoter® T U /2o GAP promotertMBi!{z‘:?&i@&ﬁ?
3k, promoter FH{MECORT site ODE L WM F YATCRE X, Thit@HL
T+ B-xylosidase® N K DAAG(Lys) W RI BT B8 W linkerBER U ke 2D
linkeridEcoRI site » > HgiAl site(B -xylosidaseONKE L V67 I )BT
YETORIBomer) 2B L HDTH 3. GAP promoter. linker® FHIWCHEIATL &
YCRMPOxynBITF 2 B U K. BE-ABHEHY Y PR Y —-REAU R,
@ohlplasmid pYXBT B & Saccharomyces cerevisiae NABT-11ACh) & ERI%: i
UZeo pXVBRIEFBEW DV THMMMBETO B -xylosidaseiEH R EF U L E T 3,
0.3U/mg protein® B -xylosidaseBEE S hTLW 3T &N h->h, HBERS
SDS-PAGET 479 % &+ B.pumilus IPOIR O AME Wclonel f2 B -xylosidased
HUBMBRENYFBEDSh k.
sequencing the gene of B -xylosidase,xynB,and expression it in yeast
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Wi & UTpUCIIS Ry =YL U 2o DNAEEBIIEVF A R VIETHREL 2o [ E5E]
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Structure and thermostability analyses of Bacillus oligo-1,6-glucosidases
~Primary structure of oligo-1,6-glucosidase of Bacillus cereus ATCC7064
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