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     Despite  the  biotechnologiaal  irnpQrtance  of  marine

photosynthetic  bacteria,  relattvely  little  is known  about  them,
in  comparison  to  freshwater  photosynthetic  bacteria.  The  purpose
of  this  present  work  is to  characterize  turther  marine  purple
nonsulphur  photosynthet'ic  baeteria  isolated  in  this  laboratory
trom  Japanese  coastal  waters,  We  have  purified  chrornatophore
rnembranes  from  a  nUmber  ot  strains  and  carried  out  ･spectroscopic

analysis  of  photosynthetic  p ±gment  protein  cornPlexes.  Careful
study  ot  this  data  and'the  absdrptSon  peaks  attributed  to  intra
cellular  carotenoids  has  shown  that  the  biodiversity  of  marine

photosynthetic  complexes  is far  greater  than  previously  expected.

One  strain  showed  near  infrared  absorption  peaks  at  800,  830  and

870  nm,  This, pattern  has  not  been  found  in  freshwater
photosynthetic  bacteria  and  may  represent  a  new  type  of

pbotosynthetSe  eomple)F.  SDS-PAGE  analysis  ,of chromatophore

membranes  also  revealed  dSfferent  sized  reaction  centre

polypeptides  of  one  rnarine  strath  which'  is speetroseoptcally
simiiar  to  p mRb  h id . We  also  present  here  homology
analysis･.  of  genes  encoding  the･  reacPion  eentre  and  light
harvesting  polypeptides  between  freshwater  and  marine
photosynthe'ttc  bacteria  using  standard  hybrtdizatibn  techntques
and  also  uslng  polymerase  chain  reaetion.  <PCR) technology.
Sequencing  ot  the  16s  rRNA  genes  of  several  rnarine  strains  is
be ±ng  earrted  out  to  improve  classitication  of  these  organisms

and  to  shdd  light  on  the  rnoleeular  evoZution  or  photosynthesis.
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Nucle'otide  sequences  of  two  genomic  DNAs  encod ±ng  peroxidase  of

tL!!!A!tli!l9EEiLEid  thaliana
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   perexidase.is  an  irnpertant  enzyine  that  oxid ±ze  several  cornpounds  {hyd=ogen
donovs)  in  the  presence  of  H202,  and  is  feund  widely  in  aniJnals,  plantis and

microbes.  It  is  suggested  that  the  btological  functions  of  peroxidase  in  plants
±nclude  

-'the
 formation  of  lignin  polymer  and  rigid  cross-links  between  lignin,

cellulose,  ana  extensin  in  the  secondary  plant  cell  wall.  Now  it  is beMeved  to
be  

'involved
 in  auxin  catabolism  and  defense'against  pathQgen  attack.

   Mhe  perbxidase  gene  of  ALU!gt!IELEIgEEIELb de  s!s  thaZiana  was  sc:eened  from  a  genomic  lib-
rary  tising  a  cPNA  encoding  a  neutral  isozyvae  of  horseradish  (belonging to  the
sarne  faTniiy,  Brassicaceae,  as  Arabido  sis)  per6xidase  CHRP) as  a  probe,  and  two

positive  ciones  vgere  isolated.  From  t e  comparison  ot  the  sequences  of  the  HRP

genes,  we  coneluded  that  twe  elones  eontained  peroxidase  genes,, and  they  were
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