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Lactic acid bacteria were isolated from fermented squid (Ika-kimuchi) with the aim of finding new
probiotic bacteria. The isolated bacteria were exposed to a GYP medium at pH 2.0, 2.5, and 3.0 for four
hours. All the bacterial strains survived at pH 3.0, and three of them, strains D-1, D-2 and D-3 retained
their ability to grow at pH 2.0. These three acid-tolerant strains were grown in a medium with pepsin
and bile, their growth not being affected. An analysis of the 16S rRNA sequences led to the identifica-

tion of these three strains as Lactobacillus plantarum.
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THEREZ B3 2 LBRE DR E

F 1. DEILBRE OB
EH# (Log cfu/ml)

7S

pH6.8 pH3 pH 2.5 pH2
A-l 8.04+0.16 6.38%+0.23 0 0
A-2 7.96+0.37 6.67+0.07 5.58+0.32 0
A-3 8.73+0.04 6.91+0.10 5.23%+0.21 0
B-1 8.48+0.04 6.79+0.02 6.76+0.01 0
B-2 8.24£0.08 6.62+0.03 6.61+0.02 0
B-3 8.19+0.09 6.44+0.07 6.42+0.06 0
C-1 7.88+0.06 6.40+0.04 6.11+0.08 0
C-2 7.28+0.06 5.58+0.05 5.46+0.06 0
C3 6.71+0.49 5.36+0.06 5.29£0.03 0
D-1 8.89+0.41 6.91+0.02 6.83+0.04 5.48+0.32
D-2 8.81%0.16 7.04%0.23 6.99+0.17 4.31+0.11
D-3 8.81£0.03 6.75%x0.01 5.67+0.03 4.17+0.05
E-1 5.26+0.43 4.05%:0.06 0 0
E-2 7.29+0.02 5.46+0.03 0 0
E-3 7.81£0.06 5.88+0.03 5.86+0.03 0
F-1 8.60%0.05 6.554+0.03 6.43%+0.02 0
F-2 8.81+0.03 6.854+0.02 6.85+0.02 0
F-3 8.44+0.06 6.54+0.06 6.48+0.07 0

R, SEABEO AT HHE

" HEHH (Log cfu/ml)

pH6.8 pH 3 pH 2.5 pH?2
D-1 8.77+0.04 6.91+0.02 6.83+0.02 4.82+0.02
D2 8.80+0.01  7.15£0.10  6.98+0.01  5.36+0.04
D3 8.95+0.02  7.14%£0.07  7.04+0.04  5.48+0.03

# 3. SBEFLEEE ONTHE - ER
TSR (0D 660)
7S FEHRIBE (%)
0 0.1 0.2 0.3

D-1 0.90+0.03 0.86+0.02 0.83%+0.02 0.81£0.02
D-2 0.89+0.03 0.84+0.04 0.84%0.04 0.78+0.04
D3 0.90£0.01  0.88+0.02  0.86£0.01  0.81%0.02
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