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TAXONOMIC  ANALYSIS  OF  ENCHYTRAEUS  J4PONENSiS  COLIGOCHAETA,
ANNELIDA}1 MORPHOLOGICAL  AND  BIocHEMICAL  COMPARiSONS  WITH  E.
elGEMiNUS,
RM,Schmelz`, R.Cdlado' and  M,Myohara!, 
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   Enchyireeus japonensis Nakamura  1993, e  tenestrial enchytraeid, reproduces

asexually  by fragmentation  and  subsequent  regeneration.  Because ef  its extreme

ability  of regeneration,  the species  hes reeentiy been  proposed  as  e  new

experimentalmaterielforregeneretionstudy,andamethedhasbeendeyelopedfor

inducing  sexual  feproductien  in the  leboretory (Myohara et  ar. 1ee9, Dev.  Growth
Dit7bn 41(5> ), The inducibllity ef sexual  repmdudion  allowed  us  for the fifst time  to

perform a  taxonomic analysis  ef  E joponensis based  on  the rnerphelegy  of  the

genitel ongans  A detailed tighi-mimoscopicar investigation reveabo  that E.

japonensis was  morphotogically  almost  identicaF to E. bigenv'n'us Nie)sen &
Christensen 1963, another  tragmenting enchytraeid. They were  separable  only by
onecharacter,theglanduterbodiesassociatedwththemalecopulatoryongansthat

wefe  present in E. higenv'nus and  eb$ent  in E, jopanensis. The  finding raised a

question whether these specties were  separate  of mot. To address  the qvestion,
protein analyses  were  carded  out  usiag  PAGE-4EF, Contrety to the morphologicaI
similarity,preteinpattemswerehighlydivengentbehNeenthetwespecies/29(5S%}

out  of  53  disbinguishable bends  of  generat proteins end  25  (86%) eut ot 29
isozymes  of  the six  enzymes  examined  (EST, MDH,  PGM,  GPI, LDH  and  HE) vtere

species-specific.  The  results  suggest  that E. joponensis and  E. bigentinus are

dosety re+ated but different species.
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phylogenet ±c  pesition  of  turtles  among  amiotes  has  been

under  intensive  debate  and  previous  rnolecular  stud ±es

have  not  established  a  consistent  and  statistically

well-supported  conclusion  en  this  issue.  We  comp!etely

sequenced  mtDNAs  for  the  green  turtle,  blue-tailed  rnole

skink  and  Ryukyti  odd-tooth  snake.  Phylegenetic  analyses

using  aJnino  acid  sequences  o[  12 mitochendrial  prete!ns
reliably  established  the  Archosauria  {birds and

crecedilians)  and  Lepidesauria  (lizards and  snakes)

clades  postulated  [rom  previous  merphelogical  $tudies.

The  analyses  [urther  suggested  that  turtles  make  a

sister-group  of  the  arehesaurs,  and  this  untraditiena!

relatienship  was  previded  with  strong  stattstical

evidence  by  both  the  bootstrap  and  Kishino-Hasegawa

tests.  It is therefore  likely  that  turtles  ortginated

 [rorn a  Permian-Triass ±c  archosaurornorph  ancestor  with

twe  pairs  of  temporal  [enestrae  that  were  subsequently

 lest.,  The  tradit ±onal  classificatien  of  turtles  in  the

Anapsida  may  thus  need  te be =econsidered,

SIZE DIFFERENCE  AND  GENEI'ICAL RELATIONSHIP  AMONG

POPULATIONSOFCLYPEASTERJAPONICUS

M.Oushibal.Kawai,MYamaguti,Dept,ef Biol.Fac.of Sci.,Kanazawa
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The  sand  dol[ar CC}vieavter japonicus has been tised as a  material for

develepmcntal bio]ogy. ]n the field, no  infant C  japoniczas is found, thet is,

individualsaresimilarinsizeinthepopu[atien.Themark-and-fecapturernethed

showed  that marked  individuals were  constant  in size  and  that few immigrants

wefe  ebseryed  ( [n ether  sea  urchins,  population is compased  of  individuals of

various  size),  The size.  ho-vcver, varies  between populatiens of  different

habitats, To  know  "rhether  size  difference between popuLations is genetlcat. we

PCR-arnplified D-1oop Tegion  of  mitochendrial  DNA  ef  C  japonicus and

determined the sequenoe,  Using the scquence  data, we  examined  thc

relationship between phyletlc lineage and  individual size. As  far as  examined,

no  cerrel ation between them  was  observed,  suggesting  that size  difference

PHYLOGENETIC  RELATIONSHIPS  OF  THE  SUBFAMILY
LYGOSOMINAE  {REPTILIA: SCINCIDAE)  INFERRED  FROM

MITOCHONDRIALDNASEQUENCES
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     Subfamily Lygesominae are  mainly  distributed in Asia, Aust{alia

and  Africa. Phylogenetic relatienships  within  this subfami[y  were

inferred from 1249  base positions of mitechondrial  DNA  sequenee  of

12S  and  16S  rRNA  genes, Results indicated the pFesence of five
distinct lineages wKhin  this subfamily,  constituting  a  {Sphenomorphus
group (Lygosema greup  (fpemia group  (Eugongylvs, Mabuyo

group)))} topology. eur results  did not  support  the monophyly  of the

Mabcya greup sensu  lato O.e., Lygosema,  epemia and  Mabuya
groups), of  which  a  number  of merphological  and  katyolegical studies

demonstrated a  cepsiderable  similarity, Our Fe$ults  contradict  with

the hypothesis, formulated en  the basis ef  morphological  and

jmmuno:ogical data, that  argued  fDr the sister  relationship  between

the Egemia and  Eugong)tlus groups, either,

GewErlC  VARIATIONS  OF  BRowN  BEARS  AND  ASIATIC  BLACK  BEARS
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  In Japanese islands, the  dislribution of the  brown  bear  { Ursus
arctos)  and  that  of  the  Asiaric black bear  (Selenarctos thibetanus}

are  separated  by  the  Tsugaru  strait,  which  is biogeographicalty
called  

'Blakislon"s
 line', whereas  the  twe  species  tive together  in

the  Ussuri region  of  the  centinent.  In order  to know  their

evolutionary  histery, we  analyzed  mtDNA  control  regien

sequences  of  the  bear  pepu:ations, and  then  investigated
molecular  phylegeny  and  geographic  variations  in lapanese
islands  and  the  Eurasian Continent. Our  results  indicate : 1) three

mtDNAlineagesofthebrownbearsareseparatelydistributedin

southern,  central-northern,  and  eastern  Hokkaldo; Z) at least one

part of  the  Hokkaido  pepulation could  have  immigrated  inte
Hokkaido  from  Stberia/Sakhaiin during  the  last glacial period; 3)
brewn  bears could  have  rapidly  colonized  the  wide  areas  of  Siberia

(eastern Europe  to  Far East); 4) the  genetic diversity of  Asiaric
black bears in IIonshu is 1ikely smaller  rhan  that  of  Hokkaido

brewnbears.

WOLBACHIA  INFECI'ION SHARED  AMONG  PLANTHOPPERS
ANDTHEIRENDOPARASffES:APOSSIBLEINTERSPECIES
HORIZONI'ALTRANSMISSION  OF  WOLBACHna

H. Nodat, K. Watanabe', Q. Zhangi and  S, Hoshizaki]
1 Natienat Institute of  Sericultural and  Entomolegical Science.
 Tsukuba
2 Faculty of  Agriculture, University of  Tekyo, Tokyo

Two  planthopper species,  Lnodeipha; strialellus  and  Sogatella

Yiircdem, show  -lolbachia-induced cytopLasmic  incompatibility,
Nucleotide sequences  for each  ef  3 genes,f7sZ, groE and  rvsp  were

identical among  VVblbachia strains infected in several  local

popuia{ions of  both species,Diagnostic  PCR  for TVblhachia showed
that a dryinid wasp,  H4plogonatopus atratus  and  a  strepsipteran,

Eienchus 1'aponicus, were  infbcted with  iMolhachia. Nucleotide
sequences  for each  of  the  3 genes of  strepsipteran-infecting

Vilottuchia were  identicat with  those in the'two planthoppers
species.  These results  suggest  that horizontal ttansmissions ef

IVblhachia haye occurred  arnong  two  planthoppef species  and  their

strepslteranparasltes.
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