Bussei Kenkyu

(%52 10 BRI & ERA~OZE —(EREE ORI T—]

REESEE. 50 WA [CK HIGER T4 21 DNA 1551845
AEDAEXEZLRICEITHRE

ENE=, NBEHh (ZERF - EFEE - BHEFRE)

1. LI
ABENBOBENE MIREEZREZTZEEUEIMS <A TS,
HEOFY U EOBIBIZ L DMBENDENEEOWEMN, BRECERZEL L
5T EBEINTVS, KEERABRORNTHHEICEZET D503, UVA & VBT
H5, UWVBIXDNA FFICERBIERAL., EUI DU F 17— DNA (T IESE % £k
THIEITED, KBENABRERAICBNWTEERREZREEZL TN, —A.
HMRCTEZRICEDES WAL BBAZMHT D LEX SN TELA LA TARC
DOFEFRECHMERN S, & MIHNT 2 VA OFVBAMEIZ 24 (E MIZHLT
HBAZRTAREENEN) EFHBEINTWVS (). UVAIZDNA ZEEBELI
SN ENSLH LW DNA BEEENTRINS. KBERNENEEDOEL
 ZETEIEZZLEBHONT NS, AR TIIRBEMNR. FIC VA IZERL.
HERABIVZREBEDVWTHRET 5.

2. EBHE

EKEIZIIE MAEERT c-Ha-ras-1 BEURAMEBE T p53°° pl6 DK
v FAR Y FZEEUH 100400 EE MO DNA KT 25T r0—= 712k 0%
BB, TSSO DNABH D 5 Kz *PCTE#ZL. —mOBMNERINL
BHEEDNA 288" L2 Q. £, TOATEFZED DN B A
(5°- (TAGTAG) , (TTAGGG) ,-3°) Z & L. FHKIZ 2P TEHL TERICAW:E Q).
Maxam-Gilbert ®EZIRHAL . A— 504 T 5 L0 5 DNA BESEZFOEEFR
HERELZ (). £z, b MREFME WI-38 2R, MEAT O A7 [EiE
2B 5 VA oRElZEF L7z, 8-00-dC DERITZ. EX/LFRE A HPLC %
BWTirok (6).

3. UWVAIZX 2 DNA REGHH E RVAITBIT H&E
WA X 2HEPAITE, MIRRACZSEFET 2BRNTONBRIERZ LT
DNA BB EL TS EEA 5N, AWBH L THYWEIZIZ, NEE
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DYIE DA, ﬁ%%lz%?u%& LTEREINAEEOWENH S, DNA 15
DAHZZXLZIE, AFEEFBEREEZNT 58 (Type 1) BINEHEE
# (Fi ;—EE&%) HRENT D88 (Type II) EBZS5NS, INETEKAL
13, ARATREREIE A WEEBRN S, Type ] THE. EHELZ G (°-66-3DF
BoG6) NEEMICESGIN, Type [l 0—EEERERTIEIETO REES
NBZEERASMILTERE (K1) 6.

EEAYEOT7 SEERTTU A RV T 1) EZEIR VA 2 X <RI
THENFTH5., L hOFBIIEENDIVRTTEL R T T VEEONBRE
gL, UVA (365nm) OBHEBEGHIZ A DNA F0 ¢ 23EE L 72/ 5
G'-66-3') @ S D G E=HEMICEETS ). £/, £ coli
formamidopyrimidine-DNA glycosylase (Fpg protein) ZRAWEEBRERNS.
5 -GG-3" @ 5" D GIT 8-0H-dG ERT B Z ENBDH SNz, /- T, TNH
DOHBBEWE L. EFBHENMLT INA BEOFTHo EbEAINDTV 6
ERRMICIRIEL. §-0H-d6 ©ZF DMOEBE{LMBEEA T I ENEZI5NS
(Type | KI) . Bx DFERNMN S, Type | RIGIZL 2B EEFIFFEAY72 §-00-dG
DERISEFZEHONERS FICHKELZEETH L I EoVrENz 8, 9.
ZASEDNA T GCEZFID 5 D MR DB N TN &EAHYHOMO (highest
occupied molecular orbital) DEBIFEMNSBIFEINTNVS (10). Fi.
EBRICEERNIZBWTIE, ABRESFIT. 6 SEEMICHEE T 2HERRLS,
BNTWTH GEFNCEFRMZINABENREIDSIDEHEEEINTNS (1),

BN T740 8 PPs) ORBMEETIE. ABRITPPs MLEL . BEIDCITH
LCRBIZRS ZENASNTWS, PPs ODFETT VA ZRHETS &, &
BREM L7 Type 11 ORIGT 6 AMFEAICEG SN, §-0H-dG &ML 7z,
ZDEEIE. EXO RTHEMLEZIENS —EEER (0) OGRS
Nz,

PLEDX ST, VA REERNEES FEN LU TRIEBIC DN 28853752 &
M SN o Tz, TOHMEBEKISIZEDER L 8-0H-dG NEERICBESL
TWBRREMAVRE Nz, £72. DNA DG/ Y — NINBBES T OLFREE
CHKET D, BRI X ARBMABENFERICHS MINE. EEEOT
WCKESEBRITSADOEEDLNS,
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4. WAIZK DT OAT7EHIEESREORE - ZLRE

M e & bICELESR, B ABENGRREICL 2BILHA ML ANES
L. ZORE. IMPEHEMAEIN, BT T 3 EORFMMNEEE N
TV, BiF. REKOKBHICHEET 570 AT EV K LR
(5" -TTAGGG-3') n DEMIEALD T O Y S MZEET 3 EO@|ENRENE, 7
OA7#R0ERUESIE. HEREYORGAOREICEEL, b b OB
T 10 kb bEE X, Rk OLEECHEHFCEERGEEZRELTNS,
HR5 24 DNA BEIRE T4 8 5 RIS 0 7 0 A 7 DNA i —E OEIS TEH
L. 5 kb T TEHIND EBEFMMIINREELLZOBRERES. 20T
0 A 7058 LEFOEHMBMZ ML RIC X DA% 4— 5 ERESND
ZEBBmEEINE (10, BxR BERTFIIATOAT EREREENLEE
LIRS DRI 21T > T D,

KBEABD, RBADHRST, HEOELEETITDIENASNT
Wo, BRATEGEREEBYE (UET7SELS%) OFET. b MR
WI-38 12 UVA Z & L. 50X 70 RE UEFIEROEHEEERFLE, 0
HE VARBREICEKELTTOATEDIRETH S TRF (terminal restriction
fragment) DEMHNRD LNz, Fiz. FRETFIZBNT VI-38 12 WA & Bt
T2 EBEBITHE L TEEIC $-00-d6 238mL 7z (& 1 (13, 14. 2o
(L8 DNA $B512 & 5 TRF OEHITERE 2 AT 2720, FOATEDELUE
5% & & F DNA (5'- (TAGTAG) , (TTAGGG) ,-3) % FI VT DNA 845 & 7 DR EFFI%
Rt A1) AL & 8-00-dG & BEE Fog protein LB 27 > TR L 7=,
SRR EEET. WARSIZED, SOATEFIFO 5 -666-3 dhR
D 67 A RENT 8-00-dC AAERT B2 2B/ (K2). 8-0H-d6 # ESALE
RIEEA HPLC (HPLC-ECD) TEEBLZER. ¢ OEGEFIZS ERNER
DNA (5'-CGC (TGTGAG) ,CGC-3) IZ /bR, F O AT ELUEFI 2 EDE K
DNA (5°-CGC (TTAGGG) ,CGC-3") 12 BT 8-0H-dG ERBDE L WM ERD I, T
D EE S RA) DNA 81513, UVA 12X D B & A= e E A 5’ -G66-3' K2
FID5 QI GHSEFEEIEHRE, ZTOBHFRD G~ hole HER) OBBAR
ZAHZEITED, TN O 8-00-d6 ERT D0 EELLND, ML
DRERNSEIEA ML AKEDFOATEDEUEF (5 -TTAGCC-3 ) nH D G D
AT BB CIBIE SR Z 5 C E MRS Nz, R0 T, WVAIKRED
GGG B 545 B DNA $BM5AY, O AT HEBOEHEEBE L. BLOEEICEER
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1. WAICK2HleF 07O X7 #sEERE & 8-

OH-dGD A Bk,
J/em?2 TRF (kb) 8-0x0dG/105 dG + S.E.
0 9.48 0.44 +0.07
2 8.53 0.72 +0.03%#
5 7.98 0.98 £ 0.16%#

WI-38 fibroblasts (2.0 x 100 cells) were irradiated with indicated dose
of UVA light (365 nm). After the irradiation, the cells were lysed, and
DNA was extracted and subjected to enzyme digestion and analyzed
by a Southern blot and an HPLC-ECD. Results are expressed as
means + SE of values obtained from 3-5 independent experiments.

#, P <0.01, ##; P <0.05 compared with non-irradiation; t-test.
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non-telomere sequence telomere sequence
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Nucleotide number

K2. ViHR7T7 I EEFEETUVAIZ L ADNABEOREEE S EYE
The 32P 5' end-labeled 48-base pair fragment (5'-(TAGTAG)4(TTAGGG)4-3") was

exposed to 2 Jiem? UVA light (365 nm) with 20 pM riboflavin in 100 p | of 10 mM
sodium phosphate buffer (pH 7.8) containing 5 uM DTPA. After piperidine (A) or
Fpg protein (B) treatment, DNA fragments were electrophoresed on a 12%
polyacrylamide/8 M urea gel using a DNA-sequencing system and the autoradio -
gram was obtained by exposing X-ray film to the gel. The relative amounts of olig -
onucleotides produced were measured using a laser densitometer. The cleavage
sites of the treated DNA were determined by direct comparison with the same DNA
fragment afier undergoing DNA sequencding reactions according o the Maxam

Gilbert procedure. The horizontal axis shows the nucleotide number.
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