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Effect of Gene Expression to Extremely Low Frequency Magnetic Fields in C. elegans
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We have examined the screening of ELFMFs-responding genes by differential display method in nematode C. elegans. We
performed the quantitative RT-PCR assay to 22 in identified 56 genes and reconfirmed the resultant of mRNA expression by
differential display. In candidate genes, ncs-2 gene we isolated is known to function as a neural calcium sensor in C. elegans neurons.
ncs gene exist two additional genes, ncs-1 and nes-3 in C. elegans. These genes are highly conserved among multicellular organisms.
We found that ncs-2 transcript level is up-regulated under ELFMFs exposure. On the contrary, ncs-1 and ncs-3 were down-regulated
under ELFMFs exposure. Moreover, we identified ncs-1 related genes, tax-2 and tax-4 by quantitative RT-PCR assay. tax-2 and tax-4
as well as ncs-1 are expressed in a thrmosensory neuron, and transcript level of these genes are decreased under ELFMFs exposure.
These results suggest that thermosensory neuron in C. elegans may be sensitive to ELFMFs.
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