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C12N15/00

Mutation or genetic engineering; DNA or RNA concerning genetic
engineering,vectors, e.g. plasmids, or their isolation, preparation or
purification; Use of hoststherefor (><mutants or genetically engineered
micro-organisms, per se C12N1/00,C12N5/00, C12N7/0

C12N15/01 Preparation of mutants without inserting foreign genetic material therein;
Screening _processes therefor

C12N15/02 C12N15/02 . Preparation of hybrid cells by fusion of two or more cells,
e.g. protoplast fusion [N:(monoclonal antibodies C07K16/00; apparatus
for cell fusion C12M)] [C0207]

C12N15/03 Bacteria

C12N15/04 Fungi

C12N15/09 Recombinant DNA-technology

C12N15/10 Processes for the isolation, preparation or purification of DNA or RNA
(chemical preparation of DNA or RNA C07H21/00; preparation of non-
structural polynucleotides from micro-organisms or with enzymes
C12P19/34)

C12N15/10A [N: Extracting or separating nucleic acids from biological samples, e.g.
pure separation or isolation methods; Conditions, buffers or apparatuses
therefor] [N9706]

C12N15/10A2 [N: by means of a solid support carrier, e.g. particles, polymers] [N9910]

C12N15/10A2B  |[..... [N: by chromatography, e.g. electrophoresis, ion-exchange, reverse
phase] [N9910]

C12N15/10A2D |..... [N: by using magnetic beads] [N9910]

C12N15/10A3 [N: by filtration, e.g. using filters, frits, membranes] [N9910]

C12N15/10B [N: Mutagenizing nucleic acids] [N9706]

C12N15/10B2 [N: by DNA shuffling, e.g. RSR, STEP, RPR] [N0110]

C12N15/10C [N: Isolating an individual clone by screening libraries] [N9706]

C12N15/10C1 [N: Screening libraries presented on the surface of microorganisms,
e.g.phage display, E. coli display] [N9706]

C12N15/10C2 [N: Ribosome/Polysome display, e.g. SPERT, ARM] [N0110]

C12N15/10C4 [N: SELEX] [N0110]

C12N15/10C6 [N: Protein x Protein interaction, e.g. two hybrid selection] [N0110]

C12N15/10C8 [N: by coupling phenotype to genotype] [N0110]

C12N15/10D [N: cDNA Synthesis; Subtracted cDNA library construction, e.g. RT, RT-

PCR] [N0005]




C12N15/11 C12N15/11 . . DNA or RNA fragments; Modified forms thereof (DNA or
RNA not used in recombinant technology C07H21/00); [N: Non-coding
nucleic acids having a logical activity] [C02071
[N: Note
1. Documents relating to DNA or its corresponding RNA and their use in
recombinant DNA technology for the preparation of specific peptides,
e.g. enzymes, are classified in subclass CO7K or in group C12N9/00
according to the peptides, with the appropriate
2. Groups C12N15/11 to C12N15/11H cover also the use of non-coding
nucleic acids as active ingredients in medicinal preparations
3. The M12N301/ ICO scheme has to be applied to these groups]

C12N15/11B C12N15/11B ... [N: Antisense DNA or RNA; Triplex-forming
oligonucleotides; catalytic nucleic acids, e.g. ribozymes (when used in
plants C12N15/82B4)] [C02071
[N: Note When documents classifiable in one or more subgroups of group
C12N15/11B disclose general principles of antisense technology,
classification is also made in group C12N15/11B ]

C12N15/11B1 [N: against viruses] [N9412]

C12N15/11B1A |..... [N: against HIV] [N9412]

C12N15/11B1IH  |..... [N: against herpetoviridae, e.g. HSV] [N9412]

C12N15/11B2 [N: against oncogenes or tumor suppressor genes] [N9412] [C9706]

C12N15/11B3 [N: against growth factors, growth regulators, cytokines, lymphokines or
hormones] [N9412]

C12N15/11B5 [N: against enzymes (viral enzymes C12N15/11B1; receptors
C12N15/11B7] [N9706]

C12N15/11B7 [N: against receptors or cell surface proteins] [N9706]

C12N15/11D [N: Nucleic acids binding to non-nucleic acids, e.g. aptamers (aptamers
fused to another compound are classified with the corresponding
compound)] [N0207]

C12N15/11F [N: Nucleic acids with immunomodulatory properties] [N0207]

C12N15/11H C12N15/11H . .. [N: Nucleic acids used in co-suppression or gene
silencing (when used in plants C12N15/82B4)] [N0207]

C12N15/52 Genes encoding for enzymes or proenzymes

Note

In this group genes encoding for proenzymes are classified with the corresponding genes encoding

enzymes.

C12N15/62 [ .. [DNA sequences coding for fusion proteins

Note

In this group, the following term is used with the meaning indicated:
- "fusion" means the fusion of two different proteins.

C12N15/62A [N: containing a sequence coding for a signal sequence]

C12N15/63 Introduction of foreign genetic material using vectors; Vectors; Use of
hosts therefor; Regulation of expression

C12N15/63A [N: Externally inducible repressor mediated regulation of gene
expression, e.g. tetR inducible by tetracyline] [N9904]

C12N15/64 C12N15/64 . . . General methods for preparing the vector, for introducing
it into the cell or for selecting the vector-containing host

C12N15/65 using markers (enzymes used as markers C12N15/52)

C12N15/66 General methods for inserting a gene into a vector to form a

recombinant vector using cleavage and ligation; Use of non-functional
linkers or adaptors, e.g. linkers containing the sequence for a restriction
endonuclease




Note

In this group, the following expression is used with the meaning indicated:
- "non-functional linkers" means DNA sequences which are used to link DNA sequences and which

have no known function of structural gene or regulating function.

C12N15/67 General methods for enhancing the expression

C12N15/68 Stabilisation of the vector

C12N15/69 Increasing the copy number of the vector

C12N15/70 Vectors or expression systems specially adapted for E. coli
Notes

1. This group covers the use of E. coli as host.
2. Shuttle vectors also replicating in E. coli are classified according to the other host.

C12N15/71 Expression systems using regulatory sequences derived from the trp-

C12N15/72 Expression systems using regulatory sequences derived from the lac-

C12N15/73 Expression systems using phage (lambda) regulatory sequences

C12N15/74 Vectors or expression systems specially adapted for prokaryotic hosts
other than E. coli, e.g. Lactobacillus, Micromonospora

Note

This group covers the use of prokaryotes as hosts.

C12N15/74A [N: for Agrobacterium; Rhizobium; Bradyrhizobium]

C12N15/74B C12N15/74B . ... [N: for lactic acid bacteria (Streptococcus;
Lactococcus; Lactobacillus; Pediococcus; Enterococcus; Leuconostoc;
Propionibacterium; Bifidobacterium; Sporolactobacillus]

C12N15/75 for Bacillus

C12N15/76 for Actinomyces; for Streptomyces

C12N15/77 for Corynebacterium; for Brevibacterium

C12N15/78 for Pseudomonas

C12N15/79 Vectors or expression systems specially adapted for eukaryotic hosts

Note

This group covers the use of eukaryotes as hosts.

C12N15/80 for fungi

C12N15/81 |..... for yeasts

C12N15/81A |...... [N: for yeasts other than Saccharomyces]

C12N15/82 for plant cells, [N: e.g. plant artificial chromosomes (PACs)] [C0211]
[N: Note Documents are being continuously reclassified into this new
classification scheme. See Warning notes below]

C12N15/82A ... .. [N: Methods for introducing genetic material into plant cells, e.g. DNA,
RNA, stable or transient incorporation, tissue culture methods adapted
for transformation] [N9607] [C0211]

C12N15/82A4 ... .. [N: by biological means, e.g. cell mediated or natural vector] [N9607]

C12N15/82A4A . ...... [N: Virus mediated transformation] [N9607]

C12N15/82A4B  |....... [N: Agrobacterium mediated transformation] [N9607]

C12N15/82A6 [...... [N: by physical or chemical, i.e. non-biological, means, e.g.
electroporation, PEG mediated] [N9607]

Cl12N15/82A6D |....... [N: by mechanical means, e.g. microinjection, particle bombardment,

silicon whiskers] [N9607] [C0211]




C12N15/82A8

[N: Selection, visualisation of transformants, reporter constructs, e.g.
antibiotic resistance markers] [N9607] [C0211]

[N: Note Standard selectable markers such as neomycin
phosphotransferase (NPT) are not systematically classified in
C12N15/82A8]

C12N15/82A8D

[N: Non-antibiotic resistance markers, e.g. morphogenetic, metabolic
markers] [N0211]
[N: WARNING Incomplete, see also C12N15/82A8]

C12N15/82A8D20

[N: Colour markers, e.g. beta-glucoronidase (GUS), green fluorescent
protein (GFP), carotenoid] [N0211]
[N: WARNING Incomplete, see also C12N15/82A8]

C12N15/82A10

[N: Targeted insertion of genes into the plant genome by homologous
recombination] [N9607]

C12N15/82A12

[N: Plastid transformation] [N9607]

C12N15/82B

[N: Methods for controlling, regulating or enhancing expression of
transgenes in plant cells] [N9607] [C0211]

C12N15/82B2

[N: Gene switch] [N0211]
[N: WARNING Incomplete, see also C12N15/82B]

C12N15/82B4

[N: Antisense, co-suppression, viral induced gene silencing (VIGS),
post-transcriptional induced gene silencing (PTGS)] [N0211]
[N: WARNING Incomplete, see also C12N15/82B]

C12N15/82B6

[N: Reducing position variability, e.g. by the use of scaffold attachment
region/matrix attachment region (SAR/MAR); Use of SAR/MAR to
requlate aene expression] [N02111

[N: WARNING Incomplete, see also C12N15/82B]

C12N15/82B8

[N: Transit peptides] [N0211]
[N: WARNING Incomplete, see also C12N15/82B]

C12N15/82B20

C12N15/82B20. .. ... [N: Developmentally regulated expression
systems, tissue, organ specific, temporal or spatial regulation] [N9607]
[C0211]

C12N15/82B20A

[N: Vegetative tissue-specific promoters] [N0211]
[N: WARNING Incomplete, see also C12N15/82B20 ]

C12N15/82B20A2

[N: Leaf-specific, e.g. including petioles, stomata] [N0211]

[N: WARNING Incomplete, see also C12N15/82B20 ]

C12N15/82B20A4

[N: Stem-specific, e.g. including tubers, beets] [N0211]

[N: WARNING Incomplete, see also C12N15/82B20 ]

C12N15/82B20A6

[N: Root-specific] [N0211]

[N: WARNING Incomplete, see also C12N15/82B20 ]

C12N15/82B20A8

[N: Meristem-specific, e.g. nodal, apical] [N0211]

[N: WARNING Incomplete, see also C12N15/82B20 ]




C12N15/82B20B  |....... [N: Reproductive tissue-specific promoters] [N0211]
[N: WARNING Incomplete, see also C12N15/82B20 ]

C12N15/82B20B2  |........ [N: Male-specific, e.g. anther, tapetum, pollen] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82B20 ]
Cl12N15/82B20B4  |........ [N: Female-specific, e.g. pistil, ovule] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82B20]
C12N15/82B20B6  |........ [N: Seed-specific, e.g. embryo, endosperm] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82B20 ]
Cl12N15/82B20B8  [........ [N: Fruit-specific] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82B20 ]
C12N15/82B24 |...... [N: Externally regulated expression systems] [N9607] [C0211]
C12N15/82B24B  |....... [N: chemically inducible, e.g. tetracycline] [N0211]
[N: WARNING Incomplete, see also C12N15/82B24 ]
C12N15/82B24D  |....... [N: pathogen inducible] [N0211]
[N: WARNING Incomplete, see also C12N15/82B24 ]
C12N15/82C ... [N: Phenotypically and genetically modified plants via recombinant DNA
technology] [N9607]
C12N15/82C4 |...... [N: with non-agronomic quality (output) traits, e.g. for industrial
processing; Value added, non-agronomic traits] [N9607] [C0211]
C12N15/82C4B |....... [N: involving biosynthetic or metabolic pathways, i.e. metabolic
engineering, e.g. nicotine, caffeine] [N9607] [C0211]
C12N15/82C4B2 |........ [N: involving modified carbohydrate or sugar alcohol metabolism, e.g.
starch biosynthesis] [N9607]
C12N15/82C4B2A  |......... [N: Non-starch polysaccharides, e.g. cellulose, fructans, levans] [N0211]
[N: WARNINGIncomplete, see also C12N15/82C4B2 ]
C12N15/82C4B4  |........ [N: involving modified lipid metabolism, e.g. seed oil composition]
[N9607]
C12N15/82C4B6  |........ [N: involving ethylene biosynthesis, senescence or fruit development,
e.0. modified tomato ripening, cut flower shelf-life][N9607] [C0211]
C12N15/82C4B8  [........ [N: involving pigment biosynthesis] [N9607] [C0211]
{8 dots}

[N: Note Transgenic plants with altered flower morphology are also
classified in this group ]

C12N15/82C4B10  [........ [N: Amino acid content, e.g. synthetic storage proteins, altering amino
acid biosynthesis] [N9607] [C0211]
C12N15/82C4B10A |......... [N: Methionine or cysteine] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C4B10]
C12N15/82C4B10B  |......... [N: Tryptophan or lysine] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C4B10 ]
Cl12N15/82C4B12 |........ [N: involving lignin biosynthesis] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C4B ]
C12N15/82C4D |....... [N: for the production of primary gene products, e.g. pharmaceutical
products, interferon] [N9607] [C0211]
C12N15/82C4D2 [........ [N: for the production of oral vaccines (antigens) or immunoglobulins]
[N9607] [C0211]
C12N15/82C4E |....... [N: Phytoremediation] [N0211]

[N: WARNING Incomplete, see also C12N15/82C4 ]




C12N15/82C8

[N: with agronomic (input) traits, e.g. crop yield] [N9607] [C0211]

C12N15/82C8A |....... [N: involving plant development (not used)] [N0211]
C12N15/82C8A2  |[........ [N: Ablation; Apoptosis] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8 ]
C12N15/82C8A4  |........ [N: Transgene containment, e.g. gene dispersal] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8A6  [........ [N: Abscission; Dehiscence; Senescence] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8 ]
C12N15/82C8A8  [........ [N: Seed dormancy, germination or sprouting] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8A10  |........ [N: Photosynthesis] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8 ]
C12N15/82C8A12  [........ [N: Flower development or morphology, e.g. flowering, promoting factor
(FPF)] [N0211]
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8B @ |....... [N: for stress resistance, e.g. heavy metal resistance] [N9607] [N0211]
Cl12N15/82C8B2 [........ [N: for drought, cold, salt resistance] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8B ]
C12N15/82C8B4  |[........ [N: for herbicide resistance] [N9607]
{8 dots}
C12N15/82C8B4A  |[......... [N: Glyphosate] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C8B4]
C12N15/82C8B4B  |......... [N: Phosphinotricin] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C8B4 ]
Cl12N15/82C8B4C  [......... [N: Sulfonylurea] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C8B4]
C12N15/82C8B6 @ |........ C12N15/82C8B6 . . . . . ... {8 dots} [N: for biotic stress resistance,
pathogen resistance,disease resistance] [N9607] [C0211]
C12N15/82C8B6A  [......... [N: for bacterial resistance] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C8B6]
C12N15/82C8B6B  |[......... [N: for fungal resistance] [N0211]
{9 dots}
[N: WARNING Incomplete, see also C12N15/82C8B6]
C12N15/82C8B6C  [......... [N: for virus resistance] [N9607]
{9 dots}
C12N15/82C8B6D  |......... [N: for nematode resistance] [N9607]
{9 dots}
C12N15/82C8B6E  |[......... [N: for insect resistance] [N9607]
{9 dots}
C12N15/82C8D  |....... [N: for fertility modification, e.g. apomixis] [N9607] [C0211]
C12N15/82C8D2  [........ [N: Male sterility] [NO211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8D]
Cl12N15/82C8D4  [........ [N: Female sterility] [NO211]
{8 dots}

[N: WARNING Incomplete, see also C12N15/82C8D]




C12N15/82C8H

[N: Hormone-influenced development] [N0211]
[N: WARNING Incomplete, see also C12N15/82C8]

C12N15/82C8H2  |........ [N: Abscisic acid (ABA)] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8H4  [........ [N: Auxins] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8H6 |[........ [N: Cytokinins] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8H8  |[........ C12N15/82C8H8 .. ... ... {8 dots} [N: Gibberellins; GA3] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/82C8H10  |........ [N: Brassinosteroids] [N0211]
{8 dots}
[N: WARNING Incomplete, see also C12N15/82C8]
C12N15/85 for animal cells
C12N15/86 [..... Viral vectors [C0406]
C12N15/861 |...... Adenoviral vectors [N0406]
Cl12N15/861C  |....... [N: Chimaeric vector systems comprising heterologous sequences for
production of another viral vector] [N0406]
C12N15/861T  |....... [N: Special methods for targeting systems] [N0406]
C12N15/863  |...... Poxviral vectors, [N: e.g. entomopoxvirus] [N0406]
C12N15/863A |....... [N: Avian poxviral vectors] [N0406]
C12N15/863V. ~  |....... [N: Vaccina virus vectors] [N0406]
C12N15/864  |...... [N: e.g. parvovirus, densovirus] [N0406]
C12N15/864A  |....... [N: Adeno-associated virus] [N0406]
C12N15/866  |...... Baculoviral vectors[ N0406]
C12N15/867  |...... Retroviral vectors [N0406]
C12N15/867P |....... [N: Special methods for packaging systems] [N0406]
C12N15/867T  |....... [N: Special methods for targeting systems] [N0406]
C12N15/869  |...... Herpesviral vectors [N0406]
C12N15/869H  |....... [N: Herpes simplex virus-based vectors] [N0406]
C12N15/87 Introduction of foreign genetic material using processes not otherwise
provided for, e.g. co-transformation
C12N15/88 using micro-encapsulation, e.g. using [N: amphiphile] liposome vesicle
[C9707]
C12N15/89 using micro-injection
C12N15/89B [N: using biolistic methods] [N9706]
C12N15/90 Stable introduction of foreign DNA into chromosome
C12N15/90B [N: using homologous recombination] [N9706]
C12N15/790B2 |[..... [N: in geasts] [N9706]
C12N15/90B4 |[..... [N: in mammalian cells] [N9706]




C12Q MEASURING OR TESTING PROCESSES INVOLVING ENZYMES OR
MICRO-ORGANISMS (immunoassay GO1N33/53); COMPOSITIONS OR
TEST PAPERS THEREFOR; PROCESSES OF PREPARING SUCH
COMPOSITIONS; CONDITION RESPONSIVE CONTROL IN
MICROBIOLOGICAL OR ENZYMOLOGICAL PROCESSES

Notes

1. This subclass does not cover the observation of the progress or of the result of processes specified in
this subclass by any of the methods specified in groups GO1IN3/00 to GO1N29/00, which is covered by
subclass GO1N.

2. In this subclass, the following expression is used with the meaning indicated:
- "involving", when used in relation to a substance, includes the testing for the substance as well as
employing the substance as a determinant or reactant in a test for a different substance.

3. Attention is drawn to Notes (1) to (3) following the title of class C12.

4. In this subclass, test media are classified in the appropriate group for the relevant test process.

[N: Notes

1. Documents describing the use of an electrode for analysis of a specific analyte are classified in
C12Q1/00B or subgroups and not according to the last place rule

2. Documents relating to new peptides, e.g. enzymes, or new DNA or its corresponding mRNA, encoding
for the peptides, and their use in measuring or testing processes are classified in subclass CO7K or in
group C12N9/00 according to the peptides, with the

3. After the notation of groups C12Q1/68 to C12Q1/70 and separated therefrom by a + sign, it is
desirable to add the indexing codes selected from groups M12Q500/00 to M12Q599/00, relating to
relevant technical features of the invention. When more than one

C12Q1/68B + 521/101 + 525/191 ]




C12Q1/00

Measuring or testing processes involving enzymes, [N: nucleic acids] or
micro-organisms (measuring or testing apparatus with condition
measuring or sensing means, e.g. colony counters C12M1/34);
Compositions therefor; Processes of preparing such compositi

C120Q1/68 involving nucleic acids
[N: Note [N9603]In subgroups of C12Q1/68, classification is made
according to the most relevant feature rather than according to the last-
place-rule ]

C12Q1/68A [N: General aspects (not used, see subgroups)] [N9511]

C12Q1/68A2 [N: Nucleic acid analysis utilising immunogens] [N9511]

C12Q1/68A4 [N: Preparing nucleic acids for analysis, e.g. for PCR assay (C12Q1/68A2
takes precedence)] [N9511]

C12Q1/68A6 [N: Sequence identification involving differential detection] [N9603]

C12Q1/68A8 [N: Selection methods for production or design of target specific
oligonucleotide or binding molecules] [N9606]

C120Q1/68B [N: Hybridisation assays]

C12Q1/68B2 [N: characterised by the means of detection (C12Q1/68A2 takes
precedence)] [C9511]

C12Q1/68B2B [N: involving interaction of at least two labels, e.g. resonant energy
transfer)] [N9511]

C120Q1/68B2D [N: Signal amplification] [N9511]

C12Q1/68B2F [N: Release of bound marker] [N9511]

C120Q1/68B2H [N: Nucleic acid detection involving sensors] [N9511]

C120Q1/68B6 [N: for mutation or polymorphism detection]

C12Q1/68B6A [N: involving restriction enzymes, e.g. RFLP]

C1201/68B8 [N: Enhancement of hybridisation reaction]

C12Q1/68B10 [N: Nucleic acid analysis involving immobilisation; Immobilisation
characterised by the carrier or coupling agent] [N9511]

C12Q1/68B10A [N: characterised by the use of probe arrays or probe chips
(C1201/68E4 ECLA - C120Q - 05.03.2003 - page 3 takes precedence)]

C120Q1/68B12 [N: Triple helix formation in hybridisation assays] [N9511]

C12Q1/68B14 [N: "In-situ" hybridisation] [N9511]

C120Q1/68D [N: Nucleic acid amplification reactions] [N9511]

C120Q1/68D2 [N: Common amplification features] [N9511]

C12Q1/68D2A [N: preventing contamination] [N9511]

C120Q1/68D2C [N: Quantitative amplification] [N9511]

C12Q1/68D2E [N: using modified primers or templates] [N9511] [C9603]

C12Q1/68D2E1 |..... [N: Ligating adaptors] [N9603]

C120Q1/68D2G [N: Allele specific amplification] [N9511]

C120Q1/68D4 [N: Polymerase Chain Reaction (PCR)] [N9511]

C120Q1/68D6 [N: Ligase Chain Reaction (LCR)] [N9511]

C120Q1/68D8 [N: Promoter based amplification, e.g. NASBA, 3SR, TAS] [N9511]

C120Q1/68D10 [N: Replicase based amplifications, e.g. Q-beta replicase] [N9511]

C120Q1/68E [N: Methods for sequencing]

C12Q1/68E2 [N: involving mass spectrometry] [N9610]

C12Q1/68E4 [N: involving nucleic acid arrays, e.g. Sequencing By Hybridisation (SBH)]
[N9610]

C12Q1/68M [N: Hybridisation probes]

C12Q1/68M2 [N: for sex determination]

C1201/68M4 [N: for tissue and cell typing, e.g. HLA probes] [C9511]

C12Q1/68M6 [N: for diseases caused by alterations of genetic material] [C9511]

C12Q01/68M6B

[N: for cancer]




C12Q1/68M10

[N: for detection or identification of organisms]

C12Q1/68M10B [N: for bacteria]
C120Q1/68M10D [N: for protozoa]
C120Q1/68M10F [N: for plants, fungi, or algae]
C120Q1/68P [N: involving reporter genes operably linked to promoters] [C9511]
C120Q1/70 involving virus or bacteriphage
C120Q1/70B [N: Specific hybridization probes]
C12Q1/70B2 [N: for retroviruses]
C12Q1/70B2B [N: Viruses associated with AIDS]
C120Q1/70B4 [N: for herpetoviridae, e.g. herpes simplex, varicella zoster]
C12Q1/70B6 [N: for hepatitis]
C12Q1/70B6A [N: non-A, non-B Hepatitis, excluding hepatitis D]
C120Q1/70B8 [N: for papilloma]
ECLA CO7K

http.//v3.espacenet.com/eclasrch?ECLA=/espacenet/ecla/c07k/cO7k.htm
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