Introduction of Interstage Shunsaku to Search Engine of
International Nucleotide Sequence Database
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Abstract

The Center for Information Biology and DNA Data Bank of Japan at the National Institute of
Genetics has constructed the International Nucleotide Sequence Database (INSD) and made its
database search engine accessible to researchers on the Internet. Thanks to the recent progress
in biotechnology, this database is continuing to grow. However, this growth has caused a
reduction in the search engine’s performance and an increase in the system maintenance cost and
other costs. To solve these problems, we applied a high-speed XML type database engine called
Interstage Shunsaku Data Manager that Fujitsu developed to the search engine of the INSD.
As a result, we achieved a retrieval response of within 10 seconds regardless of the search
conditions. By using the existing IT assets of Fujitsu’s TRIOLE, we have realized a flexible
system. This paper describes some common problems with database search engines, some
examples of how to implement Interstage Shunsaku, the effects of its introduction, and its future
use and development.
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Locus AB000000 450 bp MRNA linear  HUM 08-JUL-2002
DEFINITION Homo sapiens GAPD mRNA for glyceraldehyde-3-phosphate \
dehydrogenase, partial cds.
ACCESSION  ABO0000O
VERSION AB000000.1
KEYWORDS .
SOURCE Homo sapiens
ORGANISM Homo sapiens
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo.
REFERENCE 1 (bases 1 to 450)
AUTHORS ~ Mishima,H. and Shizuoka,T.
TITLE Direct Submission
JOURNAL ~ Submitted (30-NOV-2000) to the DDBJ/EMBL/GenBank databases.
Hanako Mishima, National Institute of Genetics, DNA Data
Bank of Japan; Yata 1111, Mishima, Shizuoka 411-8540, Japan
(E-mail :mishima@supernig.nig.ac.jp, Tel:81-55-981-6853,
Fax:81-55-981-6849)
COMMENT Human cDNA sequencing project.
FEATURES Location/Qualifiers
source 1..450
/chromosome="12"
/clone="GT200015"
/clone_lib="lanbda gtll human liver cDNA (GeneTech.
No.20)"
/map="12p13"
/moll_type="mRNA"
/organisn="Homo sapiens"
/tissue_type="liver"
CDs 86..>450
/codon_start=1
/gene="GAPD"
/product="glyceraldehyde-3-phosphate dehydrogenase™
/protein_id="BAA12345.1"
/transl_table=1
/translation="MAKIKIGINGFGRIGRLVARVALQSDDVELVAVNDPFITTDYNT
YMFKYDTVHGQWKHHEVKVKDSKTLLFGEKEVTVFGCRNPKE IPWGETSAEFVVEYTG
VFTDKDKAVAQLKGGAKKV™
BASE COUNT 102 a 19 ¢ 13lg¢g 9%t
ORIGIN
1 cccacgegte cggtegeatc geacttgtag ctctcgacce ccgeatctea tecetectct
61 cgcttagttc agatcgaaat cgcaaatggc gaagattaag atcgggatca atgggttcgg
1

181 cgtcaacgac cccttcatca ccaccgacta catgacatac atgttcaagt atgacactgt
241 atgaggttaa ttctettegg
301 gagatcccat ggggtgagac
361 tagcgetgag tttgttgtgy agtacactgy tgttttcact gacaaggaca aggecgttge
421 tcaacttaag ggtggtgcta agaaggtctg

/"

DDBJ ®

0-1 oooogo
Fig.1-Example of entry (source: DDBJ homepage®)).
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Fig.2-System configuration.
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