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Research Subjects and Members of Genetic
Dynamics Research Unit

1. Molecular Mechanism of Homologous Recombination
Activation

2. Chromatin Remodeling and Recombination Regula-
tion in Fission Yeast

3. Relationship between DNA Replication and Recombi-
nation

4. Mechanism of Allelic Exclusion of Gene Conversion at
Chicken DT40 Immunoglobulin Locus

Head
Dr. Kunihiro OHTA

Members
Dr. Munenori FURUSE"
Dr. Ken-ichi MIZUNO"

D Special Postdoctoral Researcher

Visiting Members
Mr. Takatomi YAMADA (Fac. Sci., Univ. Tokyo)
Mr. Hidetada SEO (Fac. Sci., Univ. Tokyo)

Trainees
Mr. Hajime MURAKAMI (Fac. Sci., Saitama Univ.)
Ms. Noriko HASEMI (Fac. Sci., Saitama Univ.)
Ms. Shima OHSAKI (Fac. Human Sci., Ochanomizu
Univ.)

477



