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The Gene Engineering Division (DNA Bank) is or-
ganized under the supervision of the Ministry of Educa-
tion, Culture, Sports, Science and Technology of JAPAN
(MEXT) as unique, non-profit resource center dedicated
to the isolation, preservation, and the distribution of the
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cloned DNAs, the gene libraries (¢cDNA, Phage, Cosmid,
BAC, Phosmid, YAC library), vectors, hosts, recombinant
viruses and the ordered library-sets from human, mouse,
microorganisms, viruses, and other animal cells. Our divi-
sion performs and sponsors research to improve and stan-
dardize the technologies of characterization, preservation,
and distribution of such genetic materials. We also play a
vital role in bioscience to teach the recombinant technology
and educate the scientists and the students of bioscience.

Research Subjects and Members of Gene En-
gineering Division

1. Development of banking system of DNA resources

2. Large-scale preparation of ordered mouse cDNA
cloned library

3. Construction of recombinant virus-core bank and
study of “virome”

4. Collaborative sites work for large-scale preparation of
DNA resources

5. Therapeutic use of antisense, ribozyme and SiRNA
technologies

6. Study of “transcriptome” for DNA banking

7. Epigenetic molecular study of ES cells and generation

of cloned animals

Head
Dr. Kazunari K. YOKOYAMA

Members
Dr. Takehide MURATA
Mr. Hideyo UGAI
Dr. Shotaro KISHIKAWA
Dr. Shinichi HATAMA
Dr. Jianzhi PAN
Ms. Kumiko INABE
Ms. Miho TERASHIMA

Visiting Members
Dr. Masato ABEI (Med. Sch., Univ. Tsukuba)
Dr. Wei CAI (China Med. Univ., China)
Dr. Hirofumi HAMADA (Sapporo Med. Univ.)
Ms. Yuko HAMADA (Science Service Inc.)
Dr. Tetsuo HIRANO (Hiroshima Univ.)
Ms. Megumi HIROSE (Science Service Inc.)
Dr. Chunyuan JIN (China Med. Univ., China)
Dr. Hiroaki KAWASAKI (Univ. Tokyo)
Ms. Rika KAWASHIMA (Science Service Inc.)
Ms. Yukari KUJIME (Science Service Inc.)
Mr. Akira MINAMIHASHI (Hokkaido Animal Res.

Cen.)

Dr. Izumu SAITO (Inst. Med. Sci., Univ. Tokyo)
Dr. Shigeo SAITO (Saito Lab. Cell Technol.)
Dr. Kailai SUN (China Med. Univ., China)
Ms. Kazuko UENO (Science Service Inc.)
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Ms. Sanae WATANABE (Science Service Inc.)
Dr. Yusuke YAMAMOTO (Hokkaido Animal Res. Cen.)

Trainees
Mr. Kuniaki FUKUDA (Med. Sch., Univ. Tsukuba)
Ms. Emiko SEO (Med. Sch., Univ. Tsukuba)
Ms. Mariko WAKAYAMA (Med. Sch., Univ. Tsukuba)
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