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The Gene Engineering Division (RIKEN DNA Bank) is
organized as a unique, not-for-profit resource center that
provides genetic resources, technical services and educa-
tional programs to qualified investigators in governmen-
tal and academic organizations and to private companies
around the world. The Division performs research to en-
sure the authenticity of the genetic materials in the col-
lection and to improve and standardize the methods for
characterization, maintenance, preservation and distribu-
tion of genetic materials, as well as the databases that
contain the molecular and structural information relevant
to these collections and related resources. We distribute
cloned DNAs, gene libraries (e.g., cDNA, genomic DNA
cloned into phage, cosmid, BAC, phosmid, and YAC), vec-
tors, hosts, recombinant viruses and ordered library-sets
derived from animal cells that include human and mouse
cells, microorganisms and viruses. Our division also per-
forms and sponsors research directed toward the advance-
ment, validation and application of scientific knowledge.

Research Subjects

1. Development of banking system of DNA resources

2. Construction of “Promoter Bank” and development of
technology for preparation of cloned-sets

3. Construction of “Recombinant Virus-Core Bank” and
study of “Viro-therapy”

4. Collaborative work for large-scale preparation of DNA
resources

5. Therapeutic use of antisense, ribozyme and siRNA
technologies

6. Development of methods for studies of “Transcrip-
tome” and “Gene-Replacement”

7. Epigenetic study of ES Cells and generation of cloned

animals
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