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The Bioresource Information Division collects informa-
tion on the whereabouts and characteristics of bioresources
that are preserved in RIKEN BRC and other domestic and
foreign organizations, and offers it to the research com-
munity. It also develops database systems in order that
resource distribution from BRC is smoothly conducted.
The characteristic information of the BRC bioresources is
highly useful in selecting the most suitable resource for in-
dividual research and in making the most of its characteris-
tics in the research, because most information is annotated
by researchers for their research. Such resource informa-
tion is, as well as the resource itself, the foundations of life
science research, and thus it is a great contribution toward
the advancement of the life sciences to make the resource
information in BRC open to the public in the form of a
database together with a user-friendly retrieval system and
to facilitate its acquisition.

The division also works on developing systems that re-
trieve information on the whereabouts in different biore-
source databases all together that are independently man-
aged by different organizations in and outside the country,
in cooperation with other domestic and foreign organiza-
tions. In addition, it works on developing new technology
to extract biologically significant information from vari-
ous experimental data obtained from many kinds of biore-
sources.

1. Resource collection /preservation/distribution
projects

The BRC database system was developed by improving
the data structure of the existing cell distribution system
and by integrating information of other BRC bioresources
such as mice, stem cells, DNA clones and microorgan-
isms to the system that is used for distribution of those
resources.

2. Resource utilization promotion projects
Some retrieval systems were improved so as to offer
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more addressed and detailed resource information to BRC
users. The retrieval system of the SENDAI Arabidopsis
Seed Stock Center (SASSC) was transferred from the Na-
tional Institute of Genetics and started its operation in
BRC. The plant resource distribution support system and
the document compilation tool were also developed to re-
duce the burden on the BRC users.

3. Resource information technology develop-
ment projects

Participation with JMSR (Japan Mouse Strain Re-
sources) and IMSR (International Mouse Strain Resource)
was accomplished.
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