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This team studies the molecular mechanism of plant
growth regulation, especially seed dormancy. The goal of
our research is to elucidate the molecular basis of the de-
velopmental and metabolic regulation in the seed for the
finer genetic manipulation of seeds. Our current research
is focused on studying the regulatory mechanisms of ABA
metabolism and response in Arabidopsis. We have con-
ducted forward and reverse genetic approaches to identify
Arabidopsis genes that regulate ABA action. In addition,
we have performed comparative study on gene expression
profiles in seeds and buds.

Research Subjects
1. Study on the regulation of ABA metabolism
2. Study on the mechanisms by which defines ABA sen-
sitivity in Arabidopsis seed

3. Comparative study on regulatory mechanisms under-
lying seed dormancy and bud dormancy
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