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Tohoku Univ.)

Ms. Kyoko YAMADA (Jpn. Health Sci. Found.)

Trainees

Mr. Kuniharu AKITA (Grad. Sch. Med., Gifu Univ.)

Ms. Sayuki IIJIMA (Grad. Sch. Med., Univ. Tsukuba)

Mr. Masumi KATANE (Inst. Biol. Sci., Univ. Tsukuba)

Mr. Mitsuteru KOBAYASHI (Biosyst. Studies, Univ.
Tsukuba)

Mr. Satoru KONNAI (Grad. Sch. Vet. Med., Hokkaido
Univ.)

Mr. Madoka KURAMITSU (Grad. Sch. Life Environ.
Sci., Univ. Tsukuba)

Mr. Masaaki ODA (Grad. Sch. Biostudies, Kyoto Univ.

Ms. Jyun SHIMADA (Biosyst. Studies, Univ. Tsukuba

Ms. Yuka SHOZAKI (Grad. Sch. Med., Univ. Tsukuba

Ms. Naoko SUGATA (Grad. Sch. Agr., Univ. Tsukuba
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Tokyo)

Mr. Masahiko TAKAHASHI (Inst. Biol. Sci., Univ.
Tsukuba)

Ms. Eiko TAKAO (Biosyst. Studies, Univ. Tsukuba)

Mr. Masami UENO (Grad. Sch. Biol. Sci. Tech., Sci.
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