Dr. Shigeo YOSHIDA (Plant Functions Lab.)

Dr. Tomoko ABE (Plant Functions Lab.)

Dr. Yasushige YANO (Cyclotron Center)

Dr. Nobuhisa FUKUNISHI (RIBF Project Office)
Mr. Masayuki KASE (Beam Technology Div.)

Dr. Fumio YATAGAI (Radioisotope Technology Div.)

Visiting Members
Dr. Yukihiro AKAO (Gifu Int. Inst. Biotech.)
Ms. Mio FURUTSU (Sch. Pharmacy, Nihon Univ.)
Dr. Hisashi HASHIMOTO (Sch. Med., Jikei Univ.)
Dr. Yasuaki ICHIKAWA (Nippon Med. Sch.)
Ms. Mitsuko INOSE (Japan Sci. Tech. Corp.)
Dr. Tomohiro KONO (NRI, Tokyo Univ. Agr.)

. Yoh-ichi KOYAMA (Nippi Res. Inst. Biomatrix)
. Akira MATSUDA (Sch. Med., Hokkaido Univ.)
Mr. Kenji MATSUMOTO (Kyoto Pref. Univ.)

. Naoyuki NAKAO (Kimitsu Hosp.)

. Noboru SUZUKI (Sch. Med., Mie Univ.)

. Hideki TANIGUCHI (Sch. Med., Univ. Tsukuba)
Ms. Yoshika YODA (Jpn. Sci. Tech. Corp.)

Trainees
Ms. Akiko KOBAYASHI (Tokyo Col. Med.-Pharm.
Tech)
Ms. Rika NISHIKO (Tokyo Col. Med.-Pharm. Tech)
Mr. Keiichiro TANAKA (Sch. Med., Jikei Univ.)

Oooognd

Gene Engineering Research Division

goboooooooooobobboooboobobooo
gbobobooboobooobooboooooobogoo
gdoooobbooboooooboobobobbooooobobo
OO0000O0DOODOOOOO0O0O00O00OCO DNAOCDNAD
gboboooooooooboooboooooboooooboo

0
oooo MmO U U U
MIYABAYASHI, Masayasu

gboboobooooboooboobooobbbooon
gopoobobobooboobooboobooooobgoo
gooooooooooooboobouoooboboooogo
gboooboboboboboobooomooboooboo
gbobooooobooooboboooooog

0000
Gene Bank

gooogoooooboboooboooboobobbog
goooboboobooobooooobobooobooo
gbogbogogboobe2d edbdboboobbod
ggboobooboobobboobobbooogo
gbboboooooobooooooooooobobooo
gboboooboobooboobooobobooobbobooa
os00000boooobooooobmobNALOOD
goboogoboobobboooooboobooood
gobbooooboboobooboboobooobo8uon
goobgoobobboboooboobobboooa
goboooboobobbooooobuobbooboo
gbooooooooooboboooboboooobooooon
goboboboooboobbooobooobobobobobo
goobooobomooboboooobobobooboboo
goboboboooo

oooooo

om O o o O
OHNO, Tadao

I. DO0O0obOod

1. 00000000000000000000000
000o00ooooooo”ooo P'ooo P2000 P20
oo "0

0000000000000000 00000000
0000000000000 00000000000o0o
000000000000 00000o0ooooooon

2. 000000000000 O0O0O00O0O00O0O0
0O®pgoo P*ooooorf??000 2000 2000 P20
00 "2000 P00 PP000 BPooo PO
000000000000000000 TOCcTLOOO
00000000000000000000000000
0000000000000000 1000000000
00000000000000000D0O0O0000000on

331



goobgoobboooboobobbooboboobooo

3. 000000000000 000DO o0oooon
goooooobobobooobooboooboboooono
gooboobooboobobooooooboboooboooo

4. 00 0DO0DO0OOO0OOOOOOOOO0DO P30o0 Peo
002000 P20o0o00o000

0000000000 D0O0ODOO0DOODoOooOoDD
00000000000 000000000000oog
0000o00000O0oooooo

5. D0 0000000000000 0O0OO "Moo00
ooo

0000000000000 000000000000O0
0o00o0oOoooooooooo

6. 0000000000 OOODO®ooo®50oo Péo

0000000000000 D000O0DoOOOooon
00000000000 000DDDOO0OOO0Dooo
00oDO000o0oo0oooooon

7. 00000000 OOOOOOP20000000
00000000000000000000000oan
000000 o0oooooooooQ

Clopoooo®2ooooofoooooftoooohs
oooooo®P*gooooooooon

II. J0O0bOOooboo

1. Jo0oooboooobooobobobooobo
000 0000000
giboboobooooooooooboobooboooo
gooobuooboooboobooooooooooogoooo
goooooooooogd
g20000000000000000000DO00000
gbboooooboooooooboobooobooboo

"0oooo

III. DNAOOODO

1. 0000000000000 00000000
0000000000000 00000oo0ooooo
000000000000 00000000000000
0000000000000000O00O00000oonn
Ooooooon
01000000000000 DNAOOOOOYACOOO
0000000000000 00000000O0O00O00
000000000000 ®'oooo 2000 °2000 P20
0073000000 33900DNAODOOO 979000
O & White RFLPOOODO0ODOO0O 12300YACOOO
0 3571200000 ¢cDNAOOODOOOODODOOO 45216
00000000000000000000000000

332

gogooboobobobobbbbobbO NebODODDOO
o000 Bogooooooboboboboooooboo
gooooobooobood

2. 000D0O0OODDOOOOODOOOOOODODO
0cDNAOOODOODOOOOOOOODODOOOOO O
0000000D000000000 Poooo P20

00000000000000000000000000

00 ¢cDNAODOOODO 15000 00 00 NIHONIA OO

0000000000 00000000000000000

00000000000000000000 ¢DNADODODO

O0O0ESTOO0OO0OO0OOOOOOOOOOOOOOOO

0DNADOODODOOODODOODOOODOOODDOO

oooooo

3. 0000000000000 0O0O0oOooooo
0000000000000 000000000000
oooo®ooo ®ooo P2ooo 4o
DNAOOOOOOOO ¢DNAODOOODOOOOOOO
00000000000 13000000000000000
0000000000000 0000000ooO0onooo
0000000000000 000000000 p5300
0000000000000 DNAODOODODDOOOOO
0ooo00o0oO00oOooooooo

4. JO0OO0OO0DNAOOOOOOOOOOOOOOO
O0o0o0ooo P00 "0
0000000000000000000000o0O0n
000000000 0000D0000000000000
0000000000000 000000o00oooon
000000000000 0000000000000

5. 00000000000000000000000
000000000000000000000000D
oo 'ooo"oooo o000 000 %0
0000000000000000000000000
000000000000000000000000000
000000000000000000000000000

6. 000000 DNAOOODOOODO MAZOODO
E30000000DOO0O0DOOO0U0OoooD oD
oooooooooo P'oo ®ooo "o

Zinc finger 00000000 DNADODOO MAZO

DNAOODOOOUOOODOOoOoooooobooooooo
oooooooooooobo bcdOoboboOOO Netrin-
1000000000000 0O000ooDoOoMAzZO
SplO0000D0000O00O0

7. 00000000 p300/CBPOOO c-jun00 O

00000000000000000000000 950
0 "5

0000000 ElA0O0OO0O0DOOO p300/CBPOODO
c-jun000000000 ATF-200000000000
00000 FO000D0000000D000000000
O0O0OO0OO0ATF-2000000000ATF-20000 HAT

00 1200



ggoobbooboboobooobobo

8. 0000O0O0OODODOODODO NotchOOOOO O
0000000 o00oo0oooooo 3o
000000000000000000 hiiragiD OO0
0000000000 D0O0000000DO000OO Dhi-
iragid NotchOO OO OO0 subset 0 00O OO OO OPoly
A0DDOO0ODDOODOODOOOOOOOO

9. J000D0D00O0D0DO0O0O0O0DODOOOOOOO
000000 P¥*0Day”0

0000000000000000000000000
oooooooo

lgpoooof?ooooo®oooooottoooo
SopooootoooUooUooooooooo

IV, 0O0o0ogo

1. J000o0oooooooboooooobbooog
goooogooo

DNAOOOOOOOOooooooooobooobobo
goooboooooooboobobooobooooboooo
ggoboooooboobobobobooooobooobooobo
goono

2. 0000O0OOOOOO
0000000000000000000onooooo
000000000 00000000000000000
00000000000 000000o0n
01000000000000000000000003Din-
Sight0 O "'000 20000
000000000000 0000000000o0o0o
00000000000000000O0O0O00oooon
00000000000ooooooooooooooon
00000000 ooooooo
020000000000 0000 00ProTherm
O Gromiha®'000 2000 200 P'0O000O
000000 10000000000000000000
000000000000 0000 850000000000
0000000 O0000000O0o0oooooo
03000000000000000000000 0 P20
0O%oooo
000000000000 D0000000000000
0000000000Ooooooo
0400000000000000000000 20000
00000000000000000000000o0O
0000000 0O0O00o0O0o0oOooooooo
O500000000000000000000000
ProNITO Prabakaran”®0 Gromiha”'00 0 200 "'00
oo
0000000000000000000000000
0000000000 00000 2000000000000
0000000000000 00ooooQ
0600000000000 DO0O0DOOO0DOOOOOO

oooooo

ProLINTO Selvaraj” >0 Prabakaran” 0 Gromiha” '0 O O
U20p PMlgooo

0000000000000 O000000oO0oooon
000000000000 00000000000noO
000120000 000000000000NEDOOODOO
00000000 oooooo
0700000000000000DO000000O0 %200
Blgpoo

00000000000 000000oooooooon
00000000000 000O0oOn
080000000000 DO0DOSNPOOOO
0000000000000000000 SNPOOOO
0000000000000000000000000o0o0
000000000000 0000D00000000

0 90ACTIVITYD 00O

000000000000 00oooooooooooo
000000 0000000000000000o0oooon
00000000000 0000O000000000o0n
0000000oooooooo
01000000000000000000
mRNAODOOOOOOOOOOOOOOOOO0OOO0OO
0000000000 00000000000000000
00000000000000000000000oon
0000000000000 00000000000000

3. DO00O0O0OOOoooooo
0000000000000000ooooooooo
00oO0o0ooooooooo

0 10Genome Information Analysis Systenl] GIASOO O
0000 P20000

0000000000000 0000o0ooooooooo
00000 wwwiOOOoOOooOOooooooos500000
00000 wwwoooooo
02000000000000000000000000
0oO0o0o 20000
000000000000000000O0000000
0000000 0o00o0ooooon
03000000000000000000000 "200
Blgpoo

00000000000 00000000000000
0000000000000 00000000OWWWIO
00000000000000000000O0
0400000 00DNAO ODOO0O0OO OO OO0 Siebers®0
ooo

00000000000 DNAODOODOOOODOOOO
0000000 DNAODOODOODOOOOOOOOOOO0O
000000000000oooono

4. 000D0O0OODOOOOOOOO
0000000000000000000000000
0000000o0oooooooon
010000000000000000000000 0 20
ooo
02000000000000000000000000
00o0ooooo 20000

333



g3 ooboooooooonooobooooood
0 000 920 Gromiha® 0 Prabakaran™ 20 Siebers” !0 0 O
P20oo P0000

04000000000 O00DOOODOODOODODOOO
00 Gromiha?'000 "2000 "?000 20000
0s5000000000000000000000 °P'o00o0
Ded00D0O0O0ODOOODOODOODOODOOOODOODOOO
000 OO0 Selvaraj™ ' O Prabakaran™ 0 Gromiha” ' 0 O
00000000
g7do00doObOO0ooObOO0o0bDOoO0ObObOo0oOoOooOooDoOoo
oodoodoooooooa

080000000000 DD0D00O0O0oOoOooooo o
oodao

5. D0ooooooObOooooooooooboooon

goooooboooboobooobboooboooboo
gboooooooooooboboboboooooobon
gbooobooobbooboobooboobooooobooao
gboooooooooog

6. 0000 WWWDOOOOO 000 Gromiha”'00
°?0oooo o
www oooooooooobooooooooogo
ggoooobbobobooooooouoobo
0ligoobobouoobooobo
O http://www.rtc.riken.go.jp/jouhou/SIMPLESEARCH/
search.html[]
g0000o0oog
O http://www.rtc.riken.go.jp/jouhou/
HOMOLOGYhomosearch.html[]
g30poooooo
O http://www.rtc.riken.go.jp/jouhou/HOMOLOGY/
dbsearch/pdb/pdb_seq.htmlO
04000000000000000000DO0O 0O 0O 3DinSight
O http://www.rtc.riken.go.jp/jouhou/3dinsight /
3DinSight.html O
O0500000000000000004 ProTherm
O http://www.rtc.riken.go.jp/jouhou/Protherm/
protherm.html
dedU0doouooobooboooboog
O http://www.rtc.riken.go.jp/jouhou/3dinsight /
recognition.html[]
gr7ddogodooooboobooboooboog
O http://www.rtc.riken.go.jp/jouhou/3dinsight /
complexdb.html[]
gguuboobobouoobboboboboooo
O http://www.rtc.riken.go.jp/jouhou/3dinsight /
distance.htmllJ
gjdouoobouoobobobobobobbboooo
O http://www.rtc.riken.go.jp/jouhou/pronit/pronit.html0
0 100 Gallery of Biomolecules
O http://www.rtc.riken.go.jp/jouhou/image/gallery.html 0]
0 110GCG

O http://www.rtc.riken.go.jp/jouhou/gcgmanual /geg. htmlO

1200000000000 00OrSNP

334

O http://wwwmgs.bionet.nsc.ru/mgs/systems/rsnp/0
0 130 ACTIVITY
O http://wwwmgs.bionet.nsc.ru/systems/Activity /O

Clopoooo®?2oooooo®oooon

V. goooooboooooo

1. 00 100000000000000000000
000000ooooooo "o

000 10 p35-360000000000000000
00000000000 0000000O0O0O0ooooo
00000000000 000000000 300000
0000 STSO000000000STSODOoO00oon 25
000000480kb00000000O0ODO0OODOOOO
10000000BACOOOO0O0OO0OOOO0OOOOOOOO
0700000000000000000000 E4D0O
000 family D000 KIFIBOOOOOOOOOOOO
ODFF4500000000000000000O0 PEX14M
0000000000 pGDhDOOOOOOOOOOOOOO
0000000000000000000000000

2. 00000000 ODOO0OO0O0 BACOOOOOOOO
0o

00000 BACOOOOOOODOOOOOOOOODOO
00000000000 PCROOO 200000000
0000000 o0o00ooooooooooooooon
0O0ooOooooooo

3. D00OO0OO010p15000000000000000
00020000000

00000 10p150000000000 34000000
0000000000000 00000O00Dooooo
000000000000000000000000 BAC
00000000000 020000000000000

Plgpgoof?oo0ooo

0 O M O Publications
000000 Oooooobbooogonog
Imoto I., Pimkhaokham A., Watanabe T., Saito-Ohara F.,
Soeda E., and Inazawa J.: “Amplification and overex-
pression of TGIF2, a novel homeobox gene of the TALE
superclass, in ovarian cancer cell lines”, Biochem. Bio-
phys. Res. Commun. 276, 264-270 (2000). O
Torigoe H.: “Thermodynamic and kinetic effects of
N3’—P5’ phosphoramidate modification on pyrimidine
motif triplex DNA formation”, Biochemistry 40, 1063—
1069 (2001). O
Mizuno H., Tanaka Y., Nakai K., and Sarai A.: “ORI-
GENE: Gene classification based on the evolutionary
tree”, Bioinformatics 17, 167-173 (2001). O
Zhang B., Watanabe S., Kohyama M., Saijo-Kurita K.,
Kusakabe M., and Ohno T.: “Tumor formation sup-
pressed in vd'T knock-out mice”, Cancer Lett. 153, 63—

00 1200



66 (2000). O

Pichierri F. and Sarai A.: “Elastic properties of the poly-
L-glycine a-helix from periodic SCF-LMO calcuations”,
Chem. Phys. Lett. 322, 536-542 (2000). O

Song J., Tsutsui H., Jin C., Ugai H., and Yokoyama K. K.:
“The multiple roles of the transcription factors MAZ and
Pur-1, two proteins encoded by housekeeping genes”,
Current Genomics 1, 175-187 (2000). O

Shibahara M., Zhao X., Wakamatsu Y., Nomura N.,
Nakahara T., Jin C., Nagaso H., Murata T., and
Yokoyama K. K.:
levels of galactoceramide and neurite outgrowth from

“Mannosylerythritol lipid increases

PC12 pheochromocytoma cells”, Cytotechnology 31,
247-251 (2000). O

Sudo T., Zhao X., Wakamatsu Y., Shibahara M., Nomura
N., Nakahara T., Suzuki A., Kobayashi Y., Jin C.,
Murata T., and Yokoyama K. K.: “Induction of differ-
entiation of human HL-60 promyelocytic leukemia cell
lines by succinoyl trehalose lipids”, Cytotechnology 31,
259-264 (2000). O

Zhao X., Geltinger C., Kishikawa S., Oshima K., Murata
T., Nomura N., Nakahara T., and Yokoyama K. K.:
“Treatment of mouse melanoma cells with phorbol
12-myristate 13-acetate counteracts mannosylerythritol
lipid-induced growth arrest and apoptosis”, Cytotech-
nology 33, 123-130 (2000). O

Saijo-Kurita K., Tsurushima H., Tsuboi K., Nose T., Oki
A., and Ohno T.: “Recycled addition of CD4" T cell-
rich population for induction of human autologous cy-
totoxic T lymphocytes: A practically efficient method”,
Cytotechnology 34, 101-110 (2000). O

Ding L.-H., limura E., Saijo-Kurita K., Hamada H., and
Ohno T.: “A speedy method to detect inserted DNA
fragment in cell lines transfected with retroviral vec-
tors”, Cytotechnology 34, 243-252 (2000). O

Yamada M., Murata T., Hirose S., Lavorgna G., Suzuki
E., and Ueda H.:
of transcription factor SFTZ-F1: Significance for em-

“Temporally restricted expression

bryogenesis, molting and metamorphosis in Drosophila
melanogaster”, Development 127, 5083-5092 (2000). O

Watanabe N., Yamaguchi T., Akimoto Y., Rattner J. B.,
Hirano H., and Nakauchi H.: “Induction of M-Phase ar-
rest and apoptosis after HIV-1 Vpr expression through
uncoupling of nuclear and centrosomal cycle in HeLa
cells”, Exp. Cell Res. 258, 261-269 (2000). O

Nakanishi M., Ando H., Watanabe N., Kitamura K., Ito
K., Okayama H., Miyamoto T., Agui T., and Sasaki M.:
“Identification and characterization of human WeelB, a
new member of the Weel family of Cdk-inhibitory ki-
nases”, Genes Cells 5, 839-847 (2000). O

Hayashida S., Yamasaki K., Asada Y., Soeda E., Niikawa
N., and Kishino T.: “Construction of a physical and
transcript map flanking the imprinted MEST/PEG]1 re-
gion at 7q32”, Genomics 66, 221-225 (2000). O

Harada K., Nishida T., Maekawa K., Kubota H., Harada

oooooo

K., Suzuki M., Ohno T., Sasaki K., and Soeda E.: “A
sequence-ready BAC clone contig of human chromo-
some 10p15 spanning the loss of heterozygosity region
in glioma”, Genomics 67, 268-272 (2000). O

Liao C., Zhao M., Song H., Uchida K., Yokoyama K. K.,
and Li T.: “Identification of the gene for a novel liver-
related putative tumor suppressor at a high-frequency
loss of heterozygosity region of chromosome 8p23 in hu-
man hepatocellular Carcinoma”, Hepatology 32, 721-
727 (2000). O

Moon Y., Todoroki T., Ohno T., Fukao K., and Little J.:
“Enhanced radiation killing by 5-fluorouracil of biliary
tract cancer cell lines”, Int. J. Oncol. 16, 987-994 (2000).
ad

Ono T., Kitaura H., Ugai H., Murata T., Yokoyama K.
K., Iguchi-Ariga S. M. M., and Ariga H.: “TOK-1,
a novel p21¢"P1-binding protein that cooperatively en-
hances p21-dependent inhibitory activity toward CDK2
kinase”, J. Biol. Chem. 275, 31145-31154 (2000). O

Torigoe H., Hari Y., Sekiguchi M., Obika S., and Imanishi
T.: “2’-0,4’-C-methylene bridged nucleic acid modifica-
tion promotes pyrimidine motif triplex DNA formation
at physiological pH: Thermodynamic and kinetic stud-
ies”, J. Biol. Chem. 276, 2354-2360 (2001). O

Gromiha M. M., Oobatake M., Kono H., Uedaira H., and
Sarai A.: “Importance of surrounding residues for pro-
tein stability of partially buried mutations”, J. Biomol.
Struct. & Dyn. 18, 281-295 (2000). O

Kim C.-H., Todoroki T., Matsumura M., and Ohno T.:
“Eligibility of antigenic-peptide-pre-loaded and fixed ad-
hesive peripheral blood cells for induction of cytotoxic T
lymphocytes from cancer patients with elevated serum
levels of carcinoembryonic antigen”, J. Cancer Res. Clin.
Oncol. 126, 383-390 (2000). O

Sayano K., Kono H., Gromiha M. M., and Sarai A.: “Mul-
ticanonical Monte Carlo calculation of free-energy map
for base-amino acid interaction”, J. Comput. Chem. 21,
954-962 (2000). O

Kaku Y., Sarai A., and Murakami Y.:
sification of porcine enteroviruses”, J. Gen. Virol. 82,
417-424 (2001). O

Saito M., Kono H., Morii H., Uedaira H., Tahir H. T\,
Ogata K., and Sarai A.: “Cavity-filling mutations en-

“Genetic reclas-

hance protein stability by lowering the free energy of
native state”, J. Phys. Chem. B 104, 3705-3711 (2000).
ad

Uchida S., Tanaka Y., Ito H., Saito-Ohara F., Inazawa
J., Yokoyama K. K., Sasaki S., and Maruno F.: “Tran-
scriptional regulation of the CLC-K1 promoter by
myc-associated zinc finger protein and kidney-enriched
Kriippel-like factor, a novel zinc finger repressor”, Mol.
Cell. Biol. 20, 7319-7331 (2000). O

Kawasaki H., Schiltz L., Chiu R., Itakura K., Taira K.,
Nakatani Y., and Yokoyama K. K.: “ATF-2 has intrin-
sic histone acetyltransferase activity which is modulated

335



by phosphorylation”, Nature 405, 195-200 (2000). O

Ponomarenko J. V., Furman D., Frolov A. S., Podkolodny
N., Orlova G. V., Ponomarenko M. P., Kolchanov N. A.,
and Sarai A.: “ACTIVITY: A database on DNA/RNA
sites activity adapted to apply sequence-activity rela-
tionships from one system to another”, Nucleic Acids
Res. 29, 284-287 (2001). O

Ponomarenko J. V., Merkulova G. V., Vasiliev G. V.,
Levashova Z. B., Orlova G. V., Lavryushev S. V., Fokin
O. N., Ponomarenko M. P.; Frolov A. S., and Sarai A.:
“rSNP_Guide, a database system for analysis of tran-
scription factor binding to target sequences: Applica-
tion to SNPs and site-directed mutations”, Nucleic Acids
Res. 29, 312-316 (2001). O

Torigoe H. and Shimizume R.: “Thermodynamic analyses
of triplex formation with homopurine oligonucleotide”,
Nucleic Acids Symp. Ser., No. 44, pp. 61-62 (2000). O

Torigoe H., Obika S., and Imanishi T.:
triplex formation by a fixed N-form sugar puckering:

“Promotion of

Thermodynamic and kinetic studies”, Nucleic Acids
Symp. Ser., No. 44, pp. 241-242 (2000). O
Kawasaki H., Taira K., and Yokoyama K. K.:

acetyltransferase (HAT) activity of ATF-2 is necessary

“Histone

for the CRE-dependent transcription”, Nucleic Acids
Symp. Ser., No. 44, pp. 259-260 (2000). O

Ohira M., Kageyama H., Mihara M., Furuta S., Machida
T., Shishikura T., Takayasu H., Islam A., Nakamura Y.,
Takahashi M., Tomioka N., Sakiyama S., Kaneko Y.,
Toyoda A., Hattori M., Sakaki Y., Ohki M., Horii A.,
Soeda E., Inazawa J., Seki N., Kuma H., Nozawa I., and
Nakagawara A.: “Identification and characterization of
a 500-kb homozygously deleted region at 1p36.2-p36.3
in a neuroblastoma cell line”, Oncogene 19, 4302-4307
(2000). O

Higo J., Kono H., Nakamura H., and Sarai A.: “Sol-
vent density and long-range dipole field around a DNA-
binding protein studied by molecular dynamics”, Pro-
teins: Struct., Funct., Genet. 40, 193—206 (2000). O

Kawasaki H., Koseki S., Ohkawa J., Yokoyama K. K.,
and Taira K.:
ties of hammerhead ribozymes: Construction of intracel-

“Parameters governing in vivo activi-

lulary active ribozyme expression systems”, Ribozyme
Biochemistry and Biotechnology, edited by Guido Krupp
and Rajesh K. Gaur, Eaton Publishing, Natick, pp. 457—
482 (2000). O
oo mo
oooo:. «0cobobooo»,0bo0b0000ODO0Ob0DbObO0OOon
000000000 mMOoO0O00oOOOp. 42 (1998).
oooo:.«0o0ooooooobo»,0o0obobooooDo
oooOoCoODOOOoO0OOoOoDOoomobooOooOOdp. 270
(1998).
goooooooO: «000bDNAODOOOOOOOO
O HIV-IODO DNAQO pCROODOOO”, 0000CO0O
18, 177-179 (1999).
Maruyama A., Kim W.-J., Ishihara T., Ueda M., Torigoe

336

H., Ferdous A., and Akaike T.: “Regulation of DNA
functions by cationic graft copolymers”, Biomaterials
and Drug Delivery toward New Millenium, edited by K.
D. Park, I. C. Kwon, N. Yui, S. Y. Jeong, and K. Park,
Ham Rim Won Publishing, Seoul, pp. 175-181 (2000).
godOd: <000 cCcrLobooooooooogoooon?,
Biotherapy 14, 1153-1159 (2000).
oooo.«gOoo00ooooboOor,0000onoooobooo
o00o00obh0o00oobD0ooooomouooooo
O O pp. 145-149 (2000).

ooDoo: «00000oboDbooO», 00000 5, 126-129
(2001).

gooo: «00000000 2000 0000000000
O0-20000 60 1000150000000000000
07,0000 32,2708-2709 (2000).
00oooooooooooo: “000000000 FGF
O00ooor,0ooo 19, 902-912 (2000).
oooooDOoOoOooDOoDoOO: «0O0DNAOODOOO
g0o0ooooo0o ATrP20000000000O07, 0
000 19, 1673-1675 (2000).
oooo.«coooboOobbooobooboOooboboooo», oo
00 32, 1025-1029 (2000).
Jo00d:.«000000o0goggr,00ob00dOdNo. 67,
p. 38 (2001).

gooooo

Wang X.-H., Sasaki T., Matsudo T., Saijo-Kurita K., and
Ohno T.: “The MEIC in vitro database Part 1~3”,
NICA (Web), (2000).
oo0o0:.«0000—0000000000o0booooo
07, 000000 36, 683-687 (2000).

000d0: 030 00000boogooo3ogoogr, o
oooooDOOoOoOoboDbOoOOoOooOOoOoooObODOobooO
00000000 DO0O0O0 @MDODOODO0OOpp. 135-136
(2000).

oooooDo: 90000 bNAOOODODOOODOD
ooooooobOoboooobooooor», 0000 18,
504 (2000).

good: ‘0 400000000000D0ODO0ODODO
“Structural biology of proteins and nucleic acids: Molec-
ular basis of noncanonical structures” 07, 000 72,
397-400 (2000).
o000:«100000oogoz2000obooggr, o
oooooooooobOobooooooooobpoomo
0000000 pp. 41-43 (2000).

go0o0: 20000000040 0000000 TOO
oooooooor,0boo000oooooooooobo
O0000000MOO0O0OO0DODOOpp. 50-51 (2000).
go0o0: “002000000000007, 000000
O0000000oooooooooo@moooDOpp.
309-310 (2000).

0 [ O O Oral Presentations
oopooood
Murata T., Okano H., and Yokoyama K. K.: “hiiragi is re-
quired during the information of the ectopic wing margin

00 1200



induced by a constitutive active form of Notch”, 40th
Ann. Drososhilla Research Conf., Bellevue, USA, May
(1999).

Yokoyama K. K.: “Regulation of DNA-binding and expres-
sion of a triple helix binding protein, THZif-1 by casein
kinase II(ckII)-dependent phosphorylation”, IBC’s 6th
Int. Conf. on Oligo-Therapeutics, La Jolla, USA, May
(1999).

Kawasaki H., Taira K., and Yokoyama K. K.: “Functional
analysis of the transcriptional activators p300/CBP”,
5th Ann. Meet. 1999 of the Japan Soc. of Gene Therapy,
Tokyo, June (1999).

Yokoyama K. K.: “DNA-binding & transcriptional activa-
tion of THZif-1 (Triple helix binding zinc finger protein-
1) during macrophage differentiation”, 8th Int. Symp.
on the Molecular Cell Biology of Macrophage, Tokyo,
June (1999).

Ugai H., Kawasaki H., Song J., Tsutsui H., Murata T., and
Yokoyama K. K.: “p300 and CBP play a distinct func-
tion during retinoic acid-induced differentiation in F9
cells”, Cold Spring Harbor Laboratory Meet. on Mecha-
nism of Eukaryotic Transcription, New York, USA, Sept.
(1999).

Ohno T., Kudo T., Takeuchi M., and Mizusawa H.: “My-
coplasma control in biopharmaceutical processing: Ex-
periences of public cell banks in Japan”, 13th Int.
Congr. of IOM: Int. Organization for Mycoplasmology,
Fukuoka, Jan. (2000).

Chen Y.-Z., Nonaka T., and Soeda E.: “Rapid conversion
of radiation hybrid pannels to BAC contigs”, Advances
in Genome Biology & Technology, Marco Island, USA,
Feb. (2000).

Soeda E., Hayashi Y., and Chen Y.-Z.:
mor suppressor genes in homozygously deleted regions

“Search for tu-

in 1p36/35 in neuroblastoma”, Advances in Genome Bi-
ology & Technology, Marco Island, USA, Feb. (2000).

Sarai A. and Kono H.: “Structure-based target prediction
of transcription factors”, 4th Ann. Int. Conf. on Com-
putational Molecular Biology (RECOMB 2000), Tokyo,
Apr. (2000).

Tsuboi K.: “Merits and demerits of CTL therapy for ma-
lignant gliomas”, Neurotumor Club 2000, San Francisco,
USA, Apr. (2000).

Sarai A., Prabakaran P.,
H.: “Structure-specificity

Selvaraj S., and Kono

relationship in protein-
DNA recognition”, 3rd East Asian Biophysics Symp.
(EABS2000), Kyongju, Korea, May (2000).

Soeda E., Chen Y.-Z., Wu J.-G., Maekawa K., Hayashi
Y., Inazawa J., Nakagawara A., Ohki M., and Horii A.:
“A 30-Mb sequence-ready map with BAC contigs span-
ning chromosome 1p35-36”, 13th Ann. Cold Spring Har-
bor Meet. on Genome Sequencing & Biology, NewYork,
USA, May (2000).

Maekawa K., Nishimura Y., Sakaki Y., and Soeda E.:
“Contig assembly from 21g21.1-22.1 by STS-content

oooooo

mapping”, 13th Ann. Cold Spring Harbor Meet. on
Genome Sequencing & Biology, New York, USA, May
(2000).

Ohno T. and Mizusawa H.: “Animal alternatives and po-
tential viral contamination in cell line”, 2000 World
Congr. on In Vitro Biology, San Diego, USA, June
(2000).

Watanabe S., Harada H., Saijo-Kurita K., and Ohno T.:
“Selective expansion and non-radioisotopic assay of hu-
man natural killer cells”, 2000 World Congr. on In Vitro
Biology, San Diego, USA, June (2000).

Yokoyama K. K.:

gene in chromatin context during differentiation of em-

“Transcriptional regulation of c-JUN

bryonal stem cells/embryonal carcinoma cells”, 9th Int.
Symp. on Molecular Cell Biology of Macrophages 2000,
Kyoto, June (2000).

Song J., Ugai H., and Yokoyama K. K.: “Negative regula-
tion of the expression of the gene MAZ by transcription
factors SP1 and MAZ involve the same DNA-binding
sites”, Molecular Genetics Gordon Conf., New London,
USA, July (2000).

Ponomarenko J.; Furman D., Ponomarenko M. P., Orlova
G. V., Anatoly F., Podkolodny N., and Sarai A.: “Ac-
tivity: A database on DNA regulatory sites activity,
adapted for analysis of DNA-protein interactions”, 2nd
Int. Conf. on Bioinformatics of Genome Regulation and
Structure, Novosibirsk, Russia, Aug. (2000).

An J., Wako H., and Sarai A.:
motifs in proteins”, 2nd Int. Conf. on Bioinformatics of

“Analysis of structural

Genome Regulation and Structure, Novosibirsk, Russia,
Aug. (2000).

Ponomarenko M. P.; Ponomarenko J., Goryachkovskaya T.
N., Orlova G. V., and Sarai A.: “B-DNA features corre-
lating with point mutations that influence DNA /protein-
binding free energy”, 2nd Int. Conf. on Bioinformatics of
Genome Regulation and Structure, Novosibirsk, Russia,
Aug. (2000).

Prabakaran P., An J., Gromiha M. M., Selvaraj S., Uedaira
H., Kono H., and Sarai A.: “Desing implementation of
thermodynamic database for protein-nucleic acid inter-
actions”, 2nd Int. Conf. on Bioinformatics of Genome
Regulation and Structure, Novosibirsk, Russia, Aug.
(2000).

Sarai A., Selvaraj S., Prabakaran P., and Kono H.:
“Structure-based target prediction of transcription fac-
tors”, 2nd Int. Conf. on Bioinformatics of Genome Reg-
ulation and Structure, Novosibirsk, Russia, Aug. (2000).

Soeda E., Chen Y.-Z., Wu J.-G., Maekawa K., Hayashi
Y., Inazawa J., Ohki M., Nakagawara A., Oguchi S.,
and Horii A.: “A BAC-based STS content map spanning
1p35-36 and expression profiles altered by chromosome
imbalances in tumors”, Cold Spring Harbor Laboratory
Meet. on Cancer Genetics & Tumor Suppressor Gene,
New York, USA, Aug. (2000).

Kawasaki H., Ugai H., Jin C., and Yokoyama K. K.: “p300

337



and ATF-2 facilitate transcription of c-JUN GENE
through chromatin remodeling distinct HATs”, Cold
Spring Harbor Laboratory Meet. on Cancer Genetics &
Tumor Suppressor Gene, New York, USA, Aug. (2000).

Chen Y.-Z., Hayashi Y., Yang H., Takita J., Oguchi S.,
and Soeda E.: “Search for tumor suppressor genes in ho-
mozygously deleted regions in 1p36/35 in neuroblastoma
and the expression profiles”, Cold Spring Harbor Labo-
ratory Meet. on Cancer Genetics & Tumor Suppressor
Gene, New York, USA, Aug. (2000).

Sarai A., Selvaraj S., and Prabakaran P.: “Structure-
specificity relationship and target prediction of tran-
scription factors”, 8th Int. Conf. Intelligent Systems for
Molecular Biology (ISMB 2000), San Diego, USA, Aug.
(2000).

Uedaira H., Gromiha M. M., An J., Kono H., Oobatake
M., Prabakaran P.; and Sarai A.: “ProTherm: Thermo-
dynamic database for proteins and mutants”, 12th Int.
Congr. on Thermal Analysis and Calorimetry, Copen-
hagen, Denmark, Aug. (2000).

Sasaki S., Shibata T., Torigoe H., Shibata Y., and Maeda
M.: “Bistetrahydrofuran and bisfuran derivatives with
long alkyl chains as new DNA binders”, 14th Int. Round
Table Meet.: Nucleosides, Nucleotides, and Their Bio-
logical Applications, San Francisco, USA, Sept. (2000).

Torigoe H., Obika S., and Imanishi T.:
triplex fomation by a fixed N-form sugar puckering:

“Promotion of

Thermodynamic and kinetic studies”, 14th Int. Round
Table Meet.: Nucleosides, Nucleotides, and Their Bio-
logical Applications, San Francisco, USA, Sept. (2000).

Yokoyama K. K.: “Distinct coactivator network of p300
and CBP”, 5th World Congr. on Advances in Oncol-
ogy and 3rd Int. Symp. on Molecular Medicine, Crete,
Greece, Oct. (2000).

Ohira M., Kageyama H., Mihara M., Furuta S., Machida
T., Takayasu H., Islam A., Nakamura Y., Takahashi
M., Shishikura T., Sakiyama S., Kaneko Y., Toyoda A.,
Hattori M., Sakaki Y., Ohki M., Horii A., Chen Y.-
Z., Soeda E., Hayashi Y., Inazawa J., Seki N., Kuma
H., Nozawa I., and Nakagawara A.: “Identification and
characterization of a 500-kb homozygously deleted re-
gion at chromosome 1p36.2 in neuroblastoma”, 3rd Int.
Workshop on Advanced Genomics, (164th Committee on
Genome Technology, Japan Society for the Promotion of
Science), Yokohama, Nov. (2000).

Sarai A., Selvaraj S., Prabakaran P., and Kono H.:
“Structure-specificity relationship and target prediction
of transcription factors”, Int. Conf. on Structural Ge-
nomics 2000 (ICSG2000), Yokohama, Nov. (2000).

Selvaraj S., Prabakaran P., Kono H., and Sarai A.:
“Protein-DNA recognition studied by structure-base po-
tentials”, IUBMB Symp. on DNA Enzymes: Structures
& Mechanisms, (Department of Biochemistry and Mi-
crobiology and Cell Biology), Bangalore, India, Dec.
(2000).

338

An J., Nakama T., and Prabakaran P.: “Automatic con-
struction of search condition for making an exhaustive
list of similar papers”, 11th Workshop on Genome In-
formatics (GIW 2000), Tokyo, Dec. (2000).

Ponomarenko M. P., Ponomarenko J., Galina O., Anatoly
F., Kolchanov N. A., and Sarai A.:

specific for protein/DNA free energy changes caused

“DNA properties

by single nucleotide substitutions”, 11th Workshop on
Genome Informatics (GIW 2000), Tokyo, Dec. (2000).
Ponomarenko J., Merkulova T., Vasiliev G. V., Levashova
Z. B., Fokin O. N.; Lavryushev S. V., Ponomarenko M.
P., Anatoly F., Galina O., and Sarai A.:
protein binding site presence/absence in SNP-related al-

“Predicting

leles by accounting gel mobility shift assay”, 11th Work-
shop on Genome Informatics (GIW 2000), Tokyo, Dec.
(2000).

Prabakaran P.; An J., Gromiha M. M., Selvaraj S., Uedaira
H., Kono H., and Sarai A.: “ProNIT: Thermodynamic
database for protein-nucleic acid interactions”, 11th
Workshop on Genome Informatics (GIW 2000), Tokyo,
Dec. (2000).

Gromiha M. M., An J., Kono H., Prabakaran P., Selvaraj
S., and Sarai A.: “Recent developments of ProTherm:
Thermodynamic database for proteins and mutants”,
11th Workshop on Genome Informatics (GIW 2000),
Tokyo, Dec. (2000).

Sarai A., Selvaraj S., Wang Y., An J., Prabaarav P., and
Kono H.: “Target prediction of transcription factors and
its application to genome analysis”, 11th Workshop on
Genome Informatics (GIW 2000), Tokyo, Dec. (2000).

Aida M., Yoshida T., Nishimura T., Pichierri F., Gromiha
M. M., and Sarai A.: “Free energy maps of DNA base
pair-amino acid side chain interactions”, 4th Int. Symp.
on InterMaterials (IMA4), (ISIR, Osaka University),
Suita, Feb. (2001).

Titov I., Kochetov A., Kolchanov N., and Sarai A.: “Com-
puter analysis of mRNA translational signals: Appli-
cation of genetic algorithm”, Computational Science
Workshop (CSW2000), Tsukuba, Mar. (2001).

Gromiha M. M., Aida M., Sayano K., Kono H., Pichierri
F., and Sarai A.:
specificity of base-amino acid interactions in protein-

“Computer simulation on the

DNA recognition”, Computational Science Workshop
(CSW2000), Tsukuba, Mar. (2001).

Sarai A., Kono H., Gromiha M. M., Sayano K., Pichierri
F., and Aida M.: “Free-energy landscape of base-amino
acid interactions in protein-DNA recognition”, Compu-
tational Science Workshop (CSW2000), Tsukuba, Mar.
(2001).

Torigoe H.: “Promotion of triplex DNA formation under
physiological condition: Toward the application of the
antigene strategy in vivo”, 6th Int. Symp. on Genome
Science in the 21st Century: Information of the Higher-
Order Structure beyond the Primary Sequence, (The
Graduate University for Advanced Studies), Hayama,

00 1200



Mar. (2001).

Aida M., Yoshida T., Nishimura T., Pichierri F., Gromiha
M. M., and Sarai A.: “DNA base pair-amino acid side
chain interactions: Enthalpy, entropy and free energy
maps”, Symp. on Frontiers of Theoretical Chemistry,
(University of Tokyo), Tokyo, Mar. (2001).

gooooog

goboooboooooboooOooOoooD: «0cOobbogo
00oo0DO00ooOoo0ooOo  bDNADODOOOoOOr, 00
0000 12000000030 (2000).

Gramiha M. M.OO OO0 00O 0O OO0 O OPichierri F.OO O
O00000000: “Free-energy landscape of interaction
between base pairs and amino acids: Toward the speci-
ficity of DNA-Protein recognition”, 0 00000 OO

gooobooooboooboobooboooooooom

00030 (2000).
opgo:
the landscape of interaction between base pairs and
amino acids”, 000000000 OCOODOODOOOO
O0000000O0O00ooOoomooo30 (2000).
ooo0: «0b0 cTLOO0O0OODOObOoOoboooo
OooO0», 0800000000000 O40 (2000).
0ooDo0ooooooooooooogoo:
poly(A)polymerase hiiragi induce apoptotic cell death”,
03300000000000000050 (2000).
0ooooooooooooooooooD: “Co0boddo
000 XFGF-2000OOOOODOOOOOO”, 033000
0000000000005 0 (2000).
oooOOd: «c0oobodbooobooogbbooooogo
007, 00000000000000000000O60
(2000).
oo00d: “b00000b00d0obDOobooO0boobobOoo
ooo0oooooooooor, 03000ooood
Ooo0ooooooo@oooooon),ocooed
(2000).
oooooooooOo0ooboo: «soooogoooobooo
0O p300/CBPOOOODOOOOOOOOOOOOO™, O
4000000000000000000060 (2000).
oobooooo0ooOOobOoboOobD: “cooboooogoo
go0o0oo0ooobooobooooooooor», o040
O00000O0O000oO0OO0oooOoOooOen (2000).
0000 OSelvaraj S.0 Prabakaran P.OOOOO: «“00
OODNAODODDODODOODODODODOOr, 0500
00000000 oOoOo@Ouoon), 00060 (2000).
000000000000 000000: “Anatomy of spe-
cific interactions between Cro repressor and operator
DNA” O0O0OOODO0O 200000 510000000
0000oO0bO 120000000000 70000000
000000000000 000000ge60 (2000).
GramihaM.M.OOOOO00O00OOO00OOOO0OODOO:
“Relationship between amino acid properties and pro-

“Multicanonical Monte Carlo calculations for

“Drosophila

tein stability upon surface mutations”, 0 000000
0200000 510000000000000 120000
goodoOoOr70b000O00O0OO0OOODOObDOODOd
OoOoooooOe0 (2000).

oooooo

Pichierri F.OOOO0O: “SCF-LMO calculations for the
elastic properties of alpha helix”, 0O O0O0O0O0O0O
200000 51 00000000D00OD0O0O 1200000
ooOooobDy0OO0O0O0OO00OO0ODOOOOODODOOOO
O0oO00OoooOo60 (2000).

00000Gramiha M. M.OOO0O0OOOOOOOOOOO
Prabakaran P.0O Selvaraj S.O0000O0O:
namic database for proteins and mutants: ProTherm
version 2.07, 00 O000OO0O 200000 5100000
Oooo0O0O0OO00 1200000000007 00D0OO
000000000 0ooUoooooooooOen (2000).

go00oooO00ooooO0ooooogooboooooDo
0000000: “Thermodynamic stability of point mu-
tants at core region of c-Myb DNA-binding domain”, O
OO00O00O00200000 5100000000000OGCO
120000000000 700000000000OO
O00000000Oooogen (2000).

Prabakaran P.O0 O O OGramiha M. M.OSelvaraj S.00 O
000000000000: “Thermodynamoc database
for protein-nucleic acid interactions”, 0 0O 000 OO
200000 51000000000D00O00OD 12000000
ooOCOoOroDOOO0ODOOOOOOOOOOOCODODO
0000060 (2000).

000000000 0O0Gramiha M. MOOOOODOO
Pichierri F.: “0000000000O0O0O0CODOO0O
000 0000DoD0o00o0ooo DNAOODODOOOODO
0”, 00000000 200000 51000000000
o000 1200000000007000000O0DOO
0000000000000 0oooe6enO (2000).

Selvaraj S.00 Prabakaran P.O OO OOOOOOO: «O00
OObNAOOOODODODOOODOOOOOOr, 0000
o000 200000 510000000000000 120
oo00o0ooooOoOor7ooDO0DOOO0oO0OoDOooboOoOon
0000000 OoooO60 (2000).

gooooooobooOooOCOcODOOo0oOoooooooooao
Selvaraj S.0 Prabakaran POOOOO: “«0O0000O0O
O00000ooo0ooboOobooor», 00000000
200000 51 0000000000000 1200000
ooooobD 00000 0O0ODOOOOODODOOOO
OOooooooeO (2000).

goo0ooooooooOO: «oboboobOoooooo

07, 00000000 200000 51000000000
o000 12000000000070000000OO
0000000000000 ooooOe6e0 (2000).

ooo00: «0000DNADODOOOOOOODODOOODO
o007, 000000000@UOUOoooUooooOo
cooOoOopooooo),onoorOd (2000).

Selvaraj S.00 00000000 0OC0OOOOOOODOOOO
0000 Prabakaran P.OOOOO:
a thermodynamic database for protein-ligand interac-
tions”, 000000000 OOOOOT7TO (2000).

Gramiha M. M.OO 000000000 OO0OOOCOOOO
Prabakaran P.0Selvaraj S.O00 00 O: “Recent develop-
ment of ProTherm: Thermodynamic database for pro-
teins and mutants”, 0 00 0000000000070

“Thermody-

“Development of

339



(2000).

00000000000 0: “Representation and detection
of structural motifs”, 0000000000 OODOO7TO
(2000).

Prabakaran P.O00O O 0 OGramiha M. M.OSelvaraj S.00 O
000000000000 “Thermodynamic database
for protein-nucleic acid interactions”, 00O 000 OO
O0O0oOoov7Od (2000).

dooodooooooooooOooooooooooooo
O0O0D0O0O000: “Adenovirus vector stability during
transport and delivery by the munufacturer”, O 6 OO
O000000oOooooooro (2000).

000DO00doooooooooooooooboooogn
00DDOO0ODODOOO0ODOOOO00: “A novel function
of mutated human p53-recombinant adenovirus in 293
cells produced by repeated infection”, 0 6 00 O 00O 0O
000000000 O0rO (2000).

00000oobO0o0o0oooOOobOoooooOobooogo
O0: “Poly(A) polymerase 0000”7, 0O RNAOO
O00 20 RNAOOOOOOOOOOT7O (2000).

oo000: “c00b0b00ob00obboooboOobooooooo
oooDoODOoOoDoO»,cBlOOO 19700000O0O0OO
0090 (2000).

doooooooooooooooooog: ccoboad
ClO0O000 C** 000000D00DDnoooo”, O
33000000000000D00O090 (2000).

0o0o00d0dodoooodoOdooooooooogon
O000Do0OO0O: “DNAOOOODOO e-MYBOOO
0o000b0ob0OO0o0Oooooooooooooooa
Oo0Do0O0O”,03800000000000D000090
(2000).

O000D0O0O00000Gromiha M. M.OOODODOO: “0
00opoooooooooooooooooooood
0000000000 DNAODODOOOODOO”, 0 38
00000000000 000090 (2000).

0000 OSelvaraj S.0Prabakaran P.OOOODO: “0O0O0O
0o00000ooOpNADOOODOOODOOODOOOOd
oooooonor,03800000000000000O
90 (2000).

Prabakaran P.O0 O O OGromiha M. M.OSelvaraj S.00 O
0odoopoooooo: “coo-000ooood
oooooobor,03s000ooooooooboooon
0090 (2000).

00000Gromiha M. M.OOO0O0OO0OOOOOOOOO
Prabakaran P.0Selvaraj SO0 0O0O0O: “DO000O00O0O
OO0DODOOCOOO0ODOO0OO0OProThermO 207, 0 380
O0000000000000090 (2000).

0000000 0o0oo0000oooO0: “0000DNADO
O0000o0o0ooooooo (V) CroOOOOOOO
ooooooooooooor,038000O00ooOoon
O00O0o0OoO90 (2000).

Selvarai S.O00 00000000000 C0DOOOO0ODOOOO
O0000Prabakaran P.OOOOO: “O000000O0OO
ooooooooooooor,038000O0ooOoo
O00Ooo0oO9n (2000).

340

Gramiha M. M.OOOO0O000O00000000O00OOO:
“O0D0D0D00000D0DODO0ODOOCODODOO0O0O0OO Ra-
machandran plot U0 OO0 0OOOOOO”, 038000
00000000000 090 (2000).

0ooodooo: “o00bbo0oodoooogoog
O000”,03800000000000000090O
(2000).

oooooboooboo: “c00oboboobooooo
07, 03800000000000000090 (2000).

0000000 D0O0OO0000D0O0ddGromiha M. M.O
Pichierri F.OOOODO: “O00000-000000OO
00dbDOoooooooooogoor, 0200000
O000{@oooooooooOo),0ool0 (2000).

o0Do00oDO0o0oooOooooooooOog: “1p35-36
goooOooboOoOOOooOOobOobobooobooooooo
0000000007, 05900000000000010
O (2000).

0oo000oobO0ob0oooOdobOOoboooOoboooogo
O0:«230000000000000 ps3000O0OO
goooooopooooooor»,os000oogoo
goooo1o0 (2000).

gobooooooooobooboobooOoDbo: «cTLO
O0O00O0O0DbOOoO0oOoDDO 207, 0590000000
00000100 (2000).

O000O000o0000000: “DCC (Deleted in Colorec-
tal Cancer) 0 0000000000000 OOOOONO
0 (P3domain) 00000 MAZODOOOOOOO”, 0O
50000000000OO0O0O100O (2000).

00oobDDOoOoooog: «spld MAZOODO MAZODO
0000”059 000000000000100 (2000).

doo00doooooobOoooooooogo: 000
00000000000 O0O0o0Og 1p36-p3s 000000
O00”,059000000000000100 (2000).

00o00DO0D0o0oooooooooogn: 00 NK
0000000000 DO0ODO0OD0O0O0DOO non-RIOO
OoOoooDooOoOor,0os000boboooooooo
100 (2000).

doo0doooooooobdooboooooooooo
000000bOobOooog: 00 110000 g230
OoOOo0oDoOoOOo0oooooogr, 050000000
00000100 (2000).

0odooboOoO0OooooobOooooooobobbooo
oobodo0od0oDbDO: «bcboobbooboOogooboood
CTLOOOO0OOO0O00OO0Or, 05000000000
000100 (2000).

0ooo0bOoOdooooobbooobooooobobbooo
gdo0ooOOo0ooobOoooobboooobooooba
0o0oodoodo: “0000 CcTLOO0O0O0OoOooooon
I O I o
O0000OO0OoOoOoOoOoo1o00 (2000).

0000000000000D DO OPimkhaokham A.000O
0000ooooooooooooooogooooog:
“0O000000000000DO0O0 14912210007,
05000000000000100 (2000).

00o00dDooooooooogooooooooooon:

00 1200



“0O0 ATF-200000007, 059000000000
000100 (2000).

ooooboOoooOoOoDOoOOoOoooOooobooooo: 0o
o0o00obDOoOooOOoOoOoboOooobDOooo?, 0 bh90
O00000000000100 (2000).

oo booobooobbooooooobo
oo0oO0:.«C000O00o0oOoboOobobooOboboooOogo
goooooooor»,0s900000000000010
0 (2000).

oooooooob: «0000000000 p3o0od ATF-
20000000000D0OCOOOO , 0890000
O00oo0Oooo1o0d (2000).

gooooooob: ‘ol emyc OO0 OO
Myc-associated zinc finger protein (MAZ)O OO OOO
OO00ooooooor, 0000000000000
100 (2000).

oo0oooDoOoboOobObO00ooOoboooOoobooboobDo
oo0ooobDoOoOoooobobobooono: «298300000
gogogoobooodph3bbobobobobo
000 ph3000000DODODOOOOO”, 073000
O000O0oOooOoooiod (2000).

oooooooooooooOOoOOoOoboOoOoooDoooo:
“Cloning and characterization of an ATF-2 repressor”,
0730000000000000100 (2000).

000000 o0o0ODO000OoOoooDO: “DCA Deleted
in colorectal cancerJ0 0 0O 0O0OODODODODO DCC fam-
ily0ODOOOOOO0O0O000P3 domainOOOO0O0O
MAzOOOOOOOO,O07@3000DOO0O0OOCOOO
00100 (2000).

gooooouobbbbooouooouooobooog:
“Domt1 0000000000 ODOOOOO”, 0O 730
O000D0O0ODoOoOoOoOO100 (2000).

00D00o0booDbooDbOoooOooDd: “In vivo anal-
ysis of Drosophila poly(A)polymerase hiiragi function”,
O0730000000000000100 (2000).

oooobobooobboooobOon: “Two consective zinc
finger of Spl and MAZ are required for the interaction
with DNA-binding sites that are shared one another”,
0730000000000000100 (2000).

gooooooboooOooOo0oboOooooooooooo
goooooobb: obooobobbooboo
oooooooooooooooobooboboooon, o
730 00000000000O0100 (2000).

googdbooooddo: ‘bbb booob o
000300 DNAOODODDODODDDODOODODOOOOO
OO0 NOODOOODODO», 030000000000
ooo01o00 (2000).

oo u:-sobbbooobo
p3000 ATF20 00000000000, 0 7300
0000000000010 0 (2000).

gogoboooobbobobbooboobobbob: «oub
0 MAZODOO emycOO OO OQOOO”, 073000
O000DoOooOoooio0d (2000).

000000000 : “0000 Myc-associated zinc finger
protein (MAZ) OO OOOOODOOO OOO0OOGO”, 0

oooooo

730000000000000100 (2000).

go0ooo0oooooooOoooOogoooooo: oo
00000000000 0O000 1p36-p35 00000
oooOor,00o0obooc0o0b40000000100
(2000).

0000 OPimkhaokham A.O00OOOO0CDOOOOOO
O000000: “00 TALE-superclass homeodomain
OO0 TGIF20 000000000000, 0000
00000 450000000100 (2000).

d0o0ob00oboOooOoboOogn: “Histone accetyltrans-
ferase (TAT) activity of ATF-2 is neccessary for the
CRE-dependent transcription”, 0 2700000000
O00000010-11 0 (2000).

ooooopooboDoo: o000 3000ooboooDooon
ooo»,02r00000Oo0oooogooootoe-110
(2000).

goooboooooOoOOoO0: «boobooboooooo
NOOOOOOOOOOoOOO 300 DbDNADOOOOO
o00oooOoooOooooOor,02r0oo00ooon
O00000010-11 0 (2000).

OO000: “Structure-specificity relationship and genome-
level target prediction of transcription factors”, 00 O O
ooo0oooO0oooOoooOoooOoOo@EoOoooOooo
0000 coooooOoooo),0ooilg (2000).

oooooooboooooDooOoDOoDbOOobObOboOoOo
OOO0D0: “Role of gamma delta T cells in tumor immu-
nity”, 0 1000 0000000000000 DODOO0OO
(hmooo110 (2000).

ooooooobooooocooDbOoOooOoooooooo
O00: “1p35-36 0000000000 0O0O0O0OOOO
oo0ooooO0o00oooooboooooooogr, o
160000000000000110 (2000).

0000D0O00oDOOoO00OoO0O0poooooooooo: “o
O000O0O0O0DNADOODOOOODDDOODODODODO
oooooobDoOoor, 0200000000000
00000 @oooo), 000110 (2000).

Day N.O Gerard D.O Baker E.OIchiki A.00O OO O:
“Mononuclear cell-derived factors induce homotypic ag-
gregation of K-562 cells”, 0 3000000000000
OO0110 (2000).

00000000000D00000000d: 000 4T
OO0 Hepa 1-6000000000O0DOOOO”, O
300000000000000O110 (2000).

go0o0: 0000000000000 E1ADODOO
0o0oddooooooooooooooogoor, O 30
000000000000 0110 (2000).

goooooooD: «00Ooobob00oooOooooboooo
(PorTherm)”, 0 36 00 000000000110 (2000).

oo00: “N¥ - pPyO00000O0C0DOODOOOODO
0O300DNADODOOODOOOODDOOODDDOO
oooooooooooo»,0lo00ooooooo
O000O0@O0O0D0OO0 DNA/RNADOO), 00012
O (2000).

gooooooooooboobo: scbob0o00000O0O0 N
0000000 BNA (Bridged Nucleic Acid)0 00O 30

341



ODbNAOOOODOOOOODODOODODODDODOOOO
oooooor», 01000000 oooooooo@
00000 DNA/RNAODODO), 000120 (2000).
oooooOOOooOooDbooOoOObOOoOoOoooDoDDoD:
“0O0D00000D0000 CTLO mwitre0DODODO”, O
BOooOoOoOooooooooooooobooooooi20
(2000).
oo00o:.«00000000D0ODO00000o0ooooo
Oo0O00oooo»,0D20000000000000000O
000120 (2000).
oOooooobooobooooOOobOoboO0oOooooooooD:
“CXCr4DOOODODODOODOOOODO RV)DODOODO
007, 023000000000000000120 (2000).

0000000 O0O0ODO0000OooDoO: “DCA Deleted
in Colorectal Cancer00 0000000000 MAZO
ooDoop30 J000O0O00O0OOOOOOODODOO?, O
230000000000O0OO0OOO120 (2000).

000000000 00DODO0000O0: “Delphinidin OO
O000o00ooOpo0ooooooooor, 0230000
O000000o0o0O0oOi120 (2000).

ooooocOooooOooOooDoOoOobooOoOoOd: “DNADOO
OO0 Dbmntl OO0DOOOOOOOOOOOODOO?,
023000000000000000120 (2000).

gooooooooooooooooog:
poly(A)polymerase hiiragi play a critical role for wing
margin specification”, 0 23 000000000000
000120 (2000).

Day N.OIchiki A.OOOO0O: “HLA-DR and HLA-DM
promoter assembly occurs in MHC class II negative, K-
562 cells”, 0 230 00000000000000120
(2000).

O000DO0OODDODOO00: “Negative regulation of the ex-
pression of MAZ by transcriptional factors Spl and MAZ
involve the same DNA-binding sites”, 0 2300000
O000DoOooOoooi120 (2000).

goooobooooOoboooooooooopbooboboobo
O0000000: “P2leipl/waf2/Sdi20 CDK2O0 000
0000000 PpP2100000000O”,02300000
000000000 OooOi120 (2000).

Oo0ooOoDOoOOoO0oOooOoDDoO: “p3000 ATF-2000
cjund0000000000D0DO000DO0O0O”,0 230
O0000D0DoOOoOoOoOoOoOoO120 (2000).

ooobooo0o0ooooOooooooOoobooboooooDo
O0: “Wing phenotype of hiiragi was affected by ex-
pression of bacurovirus p35”, 0 23000000000
O0oo0oOooi120 (2000).

oooooooobooooOoOoooOoOoooooo: oo
00000000000 0000 1p36-p35 00000
obooO»,023000000000000000120
(2000).

000000000000 0: “00 WeelOOOODODO
gooooooooooOooogr, 0230000000
O0O0o0oOoooooi120 (2000).

ooDoo: «sbO000O0O0DOODODOOOOOOOobOoO
007,023000000000000000120 (2000).

“Drosophila

342

ggbod: ssbooooooboboboboobobb
goooooooor,b23b0b0000goooboooon
00120 (2000).

gboboooobooboobooooboboooobooooon
goobooobooboooboboob: «00bo
gopooooboipdedboonooonooboooboo
07,023000000000000000120 (2000).

gbooooboboboooobo: «csbobbooooboooobooon
goooboobodoobooo 300 bNAODODOOO
goooooooooo NOoooooobo», 0230
O00000DOOOO0oOoOoOoO120 (2000).

ggoobobooboobbobooobobbooboo
goboggoooob: s0ogoooooobobobg
goboooobogr,g230000000000000
00120 (2000).

goobogooboooooooooooooobooboo:
“OD00000000 BACOOOOODODODODDODODOD
007, 023000000000000000120 (2000).

ggbobbooboobbobooobobbboboo
googoboobo: «gbgps3boooobon
02300000000000000 ps300000O0O
gooooobobbooooooor,b0b230000
0000000 oo0OooOi120 (2000).

O000: “N3 —P5Y 0000000000000000
O300DNADODOOODOOODOOOOODOOO
oo, 03b00oboobooboooooboboonot
0 (2001).

gboooboboboooo: «coboobobobbooob
NOOOOOOO BNA (Bridged Nucleic Acid) 00 O 3
oo bDNADOOOODOOOOooobDooooboooooor,
03000000000000000000O10 (2001).

gboog: «cooobbooboooboboooooobooon
o300 bNAODDOODDODOOODOOOOODODDO
gr, 000000 121o0pooo0bboo0oooooo
O00o0o0oooooomooo30d (2001).

Research and Development Subjects and Mem-
bers of Gene Bank

Head
Dr. Tadao OHNO

Cell Bank

1. Development of Cell Banking Technology

2. Generation of Human Autologous Cytotoxic T Lym-
phocytes and Natural Killer Cells

3. Primary and Long-term Culture of Human Renal Can-
cer and Normal Cells

4. Establishment of Bile Duct Tumor Cell Lines

5. Establishment of Human Gynecological Cancer Cell
Lines

6. Tumor Vaccine Development
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