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00000HASHIMOTO Hiroshi
gobobobdooooooooboobobuooooooooo
0230-0045 OODOOOODOOO1-7-29

TELD 045-508-7227 FAXLO 045-508-7365

e-mail : hash@tsurumi.yokohama-cu.ac.jp

00000 SATO Mamoru
Oooooooboooooobooooooooooooooono
[0230-0045 OOODOOOOOOZL-7-29

TELO 045-508-7225 FAX[ 045-508-7365

e-mail : msato@tsurumi.yokohama-cu.ac.jp
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