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ANALASIS  OF INTERAenON  BEIWEEN  TRANSCRIPrTONAL
ACTTVmoR  RSG  CONTROLLING  GA  BIOSYNTHESIS AND

rrSREGULAJOR14-3-3

Sarahmi ISHDA,  Jutaro FUKAZAWA,  Ybksuke 1)KKAHASHI;

Dept. Biolegical Sci., Grad. Seh, Sci.. Univ. Tbkyo

RSG  is a  bZIP transcriptienal aetivator  controlling  shoot  growth

by regulation  ef  GA  biesynthesis. To understand  a

transcriptional network  of  RSG  dominating shoot  growth, we

have sought  RSG-interacting proteins by two-hybrid screen.

One class  of  scroened  clones  is the  family of  14-3-3 proteins

that are  conserved  among  eiikaryotes  and  regulating  its ligand

proteins by recognition  ofa  phosphoryIated serine  residue  ofthe

target. We  have demonstrated that the residue Sl14 of RSG

plays an  important role  in the  interaction between RSG  and

14-3-3 with  site-directed  mutagenesis.  Thus, phosphorylatien of

S114 ef  RSG  seems  to modulate  the  binding of  RSG  to 14-3-3.

Transient trans-activation assay  has suggested  that 14-3-3

regulates  negatively  RSG  because S114A mutant  RSG  exhibits

higher transcriptional activity than wild RSG. Fer elucidation  of

the mechanism  by which  14-3-3 controls  RSG  activity.

transgenic  tobacces  expressing  RSG-GFP  fusien protein are

preduced  and  the  role  ef  14-3-3 in the intracellular 1ocalization

of  RSG  is analyzed.
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TargetGeneAnalysisot'ArabidepsisMHB-1
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The Arabidopsis MHB-1  is a member  of HD-Zip type
transcriptional  factors, which  contain  a  homcebox.

t'ollowed by a  ]eucinc zippcr.  Although MHB-1  is
thought  to be involved in leaf devciopment, its role  is

not clear. Development in plants are regulated not

only  according  to its own  programmed  processes but

also  responding  to environmenta1  stimuli. Thcsc
factors are  intcgratcd to  regulatc  thc forTnatien ef  plant
body. To clear  thc ro]c  ofMHB-1  and  understand  the

integrity of  complicatcd  factors in thc plant
developmcnt, we  analyse  thc target genes of  MHB-1.

In this report,  we  prcscnt thc candidates  of  MHB-1
target genes and  discuss the role  of  MHB-1  in plant
developmcnt,

131(SI04)
FAS  t, FAS2  and  AtMSM  preteins form a  compiex  which  has

chromatin  assembly  activity  iJ-'itro.

HidetakaKuya1,Kei-ichiShibaharu2,3,YasushiKobayashiL,Tetsuo

Meshi t, Masaki lwabuchi ], 4, Bruce Stitlman3 and  Takashi Araki t

l. Dept. Bot., Grad. Sch. Sci., Kyoto Univ., 2. TOREST,  JST. 3.

CHSL  4. RIBS.  Okayama

     We  have previeusly shown  that Arahidopsis E4SI  and  F14S2

genes muintain  organization  ot' the shoot  znd  root apicul meristems.

FAS1  and  FAS?  proteins huve simi[arity  to pt50  and  p60 subumits,

respectiveiy.  of  human  Chromatin  Assembly  Factor-1 (hCAF-1).

However, biochemicnt activity  of  FASI  and  FAS2  preleins has

remained  to be shewn.  AtMSI1  protein has highest homo]ogy  to the

third subunit  of  hCAF-  t, p4S, among  fuuF AtMSI  proteins. Based on

these, we  first demonstrated thtit FAS1,  FAS2,  u"d  AtMSI  [

preteins form a compLex  in i'itro. Then, using  two-step  assay  system

by Shibaharu and  Stil[man (200e), we  showed  that the

FAS1fFAS21AtMSI1 comp[ex  has nucleosome  assemb]y  activity  on

newly  rcplicated  DNA  in virro.

     These results  strongly  suggest  that FASl,  FAS2,  and,  most

]ikety. A[MSIt  are  the component  ef  the Arabidopsis counterpart  of

CAF-1,
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CHARACIERIZATION  OF THE  HOMEOBOX  GENE
                                        '

A71HB-101GL2
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Nutrizione, Italy

An Ambldopsts  homeobox  gcnc, A7LHB-IO has been
isolated by virtue  of  sequencc  conservation  within  the

homeobox  and is known to be identical to the

CLABR/!2(GL2)  gene.Because mutations  a{  the

A7HB-10!GL2 locus result  in aborted  tr{chomes and

ectopic  root  hairs, this  gene  is thought  to regulate  thc

trichome  morphogenesis  positively and  the root  hair

formation ncgative]y.  To  undcrstand  these rcgulatiens,  it

is imporiant to identify target gcncs which  are

transcriptionally regulalcd  by A7:HB-iOIGL2.So far, we

have been trying  to identify thc target genes using

GR-induction system.  
rlhe

 resu]t will be discussed.
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