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Fig. 1 T-DNA regions of the constructs for the expression
of antisense RNA under the control of CaMV 35S promoter
against either EPSP synthase or acetolactate synthase.

LB, left T-DNA border; R, right T-DNA border; NPTII,
neomycin phosphotransderase Il gene; Nos pro; nopaline
synthase promoter, Nos ter; nopaline synthase terminator;
35S, cauliflower mosaic virus 35S promoter.
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Fig. 2 Expression of antisense RNA towards EPSP synthase in Arabidopsis thaliana.
A; Phenotypic changes of the transgenic Arabidopsis lines of antisense RNA expression obtained through the transformation

method of vacuum infiltration.

B; RNA-gel blot analysis demonstrating antisense RNA accumulation in the transformants shown in A. Arrows indicate the sense
(S) and antisense (A) RNA signals. Numbers correspond to the plants shown in A.
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Fig. 3 A. T-DNA regions used for the expression of a
hybrid transcription factor consisting of a portion of DNA
binding domain from yeast GAL4 protein and a part of
transcription activation domain from maize C1 protein. The
construct for the expression of antisense RNA towards a
gene of interest under the control of the hybrid transcription
factor is also shown.

B. Schematic representation of the antisense expression
through the crossing between the pollen donor of the plants
expressing the hybrid transactivator and the hemizygous line
containing the antisense expression cassette. In the F1,
antisense expression cassette should segregate 1: 1 against a
background that always contains the transactivator in the
hemizygous state. Thus, successful antisense expression
should occur in 50% F1 progeny, leading to sick phenotype.
LB, left T-DNA border; R, right T-DNA border; NPTII,
neomycin phosphotransderase Il gene; Nos pro; nopaline
synthase promoter, Nos ter; nopaline synthase terminator;
35S, cauliflower mosaic virus 35S promoter; DBD, DNA
binding domain; AD, activation domain, BAR, phos-
phinothricin acetyltransferase gene. The figures were
modified (by courtesy of David Guyer) from the paper of
Guyer et al. (Genetics 149, 633-639).
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